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^tlTVi^o ^(D^t^ 'J-0^>A- teU i^-WX (^J60kDa) ©37^ 

'Jnyjl/7*X775 : yKyyl — JV (GPI) T >^J — DMltM^l/ 

^Ufcf#>3 (GPC3)«> |^^^*5^§m^^^©/\°^->(D$iJ|ffC^<M 
fcoT^^t^^tlTV^o X, GPC3itfc^#WMB££&^TiiJ^LT 

^ftu *mW% £> «^;GPC3^C#:^ADCC^'!4SrJCCDC^tt^ W bT& D Jif ;IS(£>?a• 
•g^;:^fflT&£ CI <h£j|fcBU #fFtBI§l£fTofc (#1^2001-189443) „ 

b/^b&/^£>, GPC3«^-&^ >/N°i7M-Tfe D ©PGC3^ >A°^ Steffi 

ttii^^tlt^^f, GPC3^>A^M&#:^jfiL4'CDJST-^-^bTffi 
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^mwmzte. tfwti>3 (gpc3) msmm<D7*/mB&. mv<mn 
mMG?c2&wmm%<Dih'p\zftmzti2>£^ : Dfom%:$:T. gpc3+>-> F-r v?- 

GPC3©#^S:Bje>^tbfco 2*>lZ, HepG2£SMbfc^XJ«4'©^£:S-r 
b FMH^jfiifif 4" <DeimmG?C3$ll£\Z?b!&V)Vtzo GPC3«ffHg-7-#--e&£ 

AFPct d fe^offpjgTjt^^^^^^n^cD-e, G?M<DmtiMzm<D&m £ 

lTtfflTfe5t#A^nfc, ^fc"SJ^MGPC3«C^^y^Kf|ffH-M^^-r 
^iaGPC3^-e«^aib^< ^Mft{C&3;i£7!^ #MGPC3teN>^;/^F 

mftm.®:tmm-£nrc 0 ^x, ^^GPC3cD^ffi^«, N^g^^T^mGPC3 

^&£^£©#W£bU<h#A> GPC3©N^^y^ F£Mrr£*a#£^|gt- 

c^&mmT%inG?csmfo&m^&(D*w&\s^tm%.. gpc3©c§$^ 
7^\*%wMT&tfifc&M5£~?z>z.£%mfr. it z>\zm-3 fro 

om\mmimmw&>mz, mm. ±mm. %m, m&mm, in, u>/\°je 
f3i£<Dmm^mz^x^mm^mm^nx^^>(Dx\ wm^<Dwm\z^mm 

x%z>oiiim&&z>o 

*^BJ«GPC3(DN^^y^ Fulfil* pj^ft;^:/^ \zx&2>mmffi&X$> 

$ S GPC3© N^g^ y ^ F #*GPC3©Sg 1 # g <D 7 / £ fg374# @©7 
5 / Wtfr "b & § ^ y ^ F Xtefg 1 # g <D 7 5 / Wtfr £ fg358# B <D 7 / £> 

nz>\z, ^mu^fmit^wmzm^nx ^z>z\ t t r& tufsifcifcT 
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Hx«^375#s©y^ /^e>sg58o#@©7^ 

»fcGPC3fc*rr*Si#"T?&£. tt«tt^^CDW^GPC3*in vitro T^ffi-T^ 

c t ic j; o K^^as, # ^ffFKjg izrnm it^s a>s a> %mm-r &z\t &t # 

<5 o 

m^GPC3^>/i^K^#^f zfr&fromm. G?M&>K#n&—m<Dm&> 

±#^Et"S*^^©M3t, GPC3^>^SteD*£ffi©«*s[. (fclAtf, 3>bn — 

GPC3^>/^^K©»af©so^> G?M*>rt#9t<Dm<Dmmfca&mvfz>!i£i!fi-c 
tt*tt»ttt, GPC3^>/^^K^*ns^i6tt©**tt»Tf*nji#fc«aiB 
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GPC3©X3: 7mBH^JS.^*BH^J«Lage, H. et al. , Gene 188 (1997) , 151- 
156, XteGenBank: Z37987£fflV>5 H i^TfS, 

*5S9lT?J8V>&ns#tGPC3 N«|^^H*i#*«k^S[GPC3©CjH^^ , 5 1 H^i 
#: tt-tn^nGPC3 ^ > A° ^ K CD N 7 3=- H 43 «fc ££GPC3 9 > A & K © C «f ^ ^5=- 

GPC3#18tf jftK^T^BrStlfc*^ ^j40kDa©^^^ F «hl>J30kDa©^y^ 
HtfeD, N»fiUd*#940kDa, C^#**5J30kDa£fc:<£. GPC3«J»f^tt358#a ©T 

^b<«374#s©y^ym^, n-tn 6 

GPC3©N<^7 P ^ Fte, "pr^MGPC3nTi5 7 >/N°^K{Cj,e>n§^]40kDa©GPC3 

7^ y^l#g©Met^e>T^yM358#@©Arg^-e©T5 / HSB^J^ £ fcZI 

^^^®f^^358#S©T5yM§^t^?l l J^n^eii: 
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£K>!ft £b< »7 5 7i l#B©Met#>e>7 5 / M358#g ©Arg£-e©7 

y©^miS5££n&v>o 

GPC3©CJS^^F«, Rj^^GPC33T^>A^SlC^,&tl^)m30kDa(DGPC3 
C^^HTSS. _tffi$J»rj£3&>&, C^^7 p ^F«$f*b<«T5/M359 
# B ©Ser^ e> 7 =x J m580# @ ©His £Tr© 7 5 7 6 & Z> ^ H * 

te375#B©Val^e>7^ /M#^580#@©His£T©75 /MI3^&;fr£^:^ 
^H^SO, ^75:^JiT^^358#e©T5>m^<h^a'J$n^^«h^ 
«fc DSF*b< /16359#a©Ser30^T5 yH580#@©His*^©7 5 

t*fcfc>^ ^^©GPC3©C^^^H^^-r-5tn:#«, GPC3^>r?^St©C 

$ £ fc, $nStrCGPC3N^^7 p ^ Ktft#*fcW*tGPC3C*'*:/? : ' 

iSCt^TfS. ^0JT^ffl^n^trLGPC3irC^^bT. #fciif&?LMlEi33fc© 
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T<Di5taT^I-ef5. -tUt>%. GPC3£JStfMnIC£bT<gfflbT, 

£-f, R-»«t#©*ffttJBtbTffi«SnaGPC3*, Lage, H. et al. . Gene 
188 (1997) , 151-156fcII!^£nfcGPC3 (MXR7) 1^/75 7^?:^ 

mm±m*fr*>E&}<o}i fgpc3* y^^w^m^m^mm-r^o 

^©ffiMGPC3^>A°^M?r^^^tbTfflV^„ GPC3*>/^«©£: 

tt?z&te*cffi^^F\ztt?zmfthmmi£nz<D'v. &gpc3*> 

Wrn«ckV^. GPC3©N»iJ©^^^F*7£«GPC3©C«iJ©^ 
hGPC3©T^ymiB^JcfcD^#-&^^J:0#^)^tt>T#?)b, GPCitfc^©- 

$e>ic^©GPC3^^>A^®^ 

V>*GPC30«#«GPC3©N«^y^FT?&*K £©SB#©Xtf 1 — :/£^tr£D 
/jN£V^y^FBrfr£EV>5Cl£:'bT#S. £«b^ F £ UTGPC3© 

C«B^^F*fflVin««fcV>b, Ji©SK^©xtf F-y^tycfcO/hSV^y^ 
F &m v>£ £ t T# £ . 
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Dfffeti^o *#ttlctt, *flstt*ftPBS (Phosphate-Buffered Saline) 4>£S 
***»T*S*fc*R. liUfcfe©i:0fIi:J:OIt©7^a/Oh, 09*. 

vtzmz, «l»** &*«***« ^ ***^fcft*n«*«, »*u^ft 

(P3x63Ag8.653 ) (J. Inmol. ( 1979) 123. 1548-1550 ) , P3x63Ag8U. 1 
(Current Topics in Microbiology and Immunology (1978) 81, 1-7) , NS-1 
(Kohler. G. and Milstein. C. Eur. J. Immunol. (1976) 6, 511-519) , MPC- 

11 (Margulies. D. H. et al. , Cell (1976) 8, 405-415) , SP2/0 (Shulman, M. 

et al., Nature (1978) 276, 269-270) , F0 (de St. Groth. S. F. et al. , J. 

Immunol. Methods (1980) 35, 1-21) , S194 (Trowbridge. I. S. J. Exp. Med. 
(1978) 148, 313-323) , R210 (Galfre, G. et al. , Nature (1979) 277, 131- 

133) ^jfaictfflsns. 

z r _^_ ( u? jVXf'f >&©*S (Kohler. G. and Milstein, C. , 
Methods Enzymol. (1981) 73, 3-46) *fc*DTfr3 ZL fctfT?**. 

(peg) , t>^ww (hvj) »#«js3n, Hnmafc«kD»^»*** 
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*«3&«ffiffl-^«Tf*D, ^^ifiifif (fcs) m<Djfa.mi&m&wm-rzz. 

^M^30~60% (w/v) ©jftfgT^Unb, l^t5Ctl:ioTg»i:t*»^ 

sons (/w^jh-t) &m&irz> 0 m^x. m^izigmm&MXiWiimv. ^>\> 

SdtCiDl^nS. JtfBHATig*i&T<Z>ig*te> BWttS/W^UH- 

*7©X^U— x>^*«fctJCm— x>^£fr 5. 
SWfrsta#©^^U — x>^:fcJ;tf3£— ^n— x>2na, ^(DtrCMirite 

GPC3©N«S^^ H b < fotcom fi-£fcfcJ:GPC3© CSS^^ H *> b < «^©Df 
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U>Ai££in vitroTGPC3£^b, if U >/^$k 

^Stt^ttSfilflCt h^^fS^tfeTf 5 (#&¥l-59878-*f&$&# 

GPC3C^^F^#:m£iSIHJI&£Bi*§b, ^n*^^bS-&fc«fflftl^6GPC3N* 
^y^FfcSTTSfc htrifr^fcttGPCSCflB^^HKl^-rst: hta^^m#bT 
fecfcVi (HI^#fFtiil^^li#-^WO 94/25585 WO 93/12227 -ff&SU WO 

92/03918 ^'jkm. WO 94/02602 ^rtem^M) . 

J; 5 icttfssn^t/^ n— :J-;HK#£S£"f3A< :/U F — 

Vandamme, A. M. et al. , Eur. J. Biochem. (1990) 192, 767-775, 1990#flB) . 
#M*«JK:tt, tnCGPC3N^^F^Lfl5:*^-rSA-r^U F-^*fcttiftGPC3C 
^^H^^tS^W^'J F-T*>&, irCGPC3N^^^ FtattSfctt 
ffiGPCSCtt^y^FfittOlir* (V) *«*3-F"rSiRNA*¥**rS- mRNACD 
&2n<D^?£> 0B*.»i, ^T — > ? >Mjt'0?* (Chirgwin, J. M. et al. , 
Biochemistry (1979) 18, 5294-5299) , AGPC& (Chomczynski, P. et al. , Anal. 
Biochem. ( 1987 ) 162, 156-159 ) ^fcJ;OffoT^RNA*Wlfib, mRNA 
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Purification Kit (Pharmacia®!) m&&m LTmm<DwWA*mmTZ>o 
QuickPrep mRNA Purification Kit (Pharmacia^) &m V*<5 Z. £\z& DmRNA£ 

%znrcimkfr%Mfc^BM&m\<*T&wmm<DcWk& cdnagd^- 

fifcte, AMV Reverse Transcriptase First-strand cDNA Synthesis Kit 

uti) m&m^Tfts. cWk<D&tf<,&j:&mm&ft o\z\z. s'-Ampn 

FINDER RACE Kit (ClontechM) & «J:tfPCR£/B Vifc5' -RACE& (Frohman, M. A. 
et al., Proc. Natl. Acad. Sci. USA (1988) 85, 8998-9002, Belyavsky, A. et 
al. , Nucleic Acids Res. (1989) 17, 2919-2932) 5. 
^&nfePCRS«Id^B«Itt-*DNA»rM-*»«b, ^ ^-DNA^jgiirrs. 

VTffiW.(DW.mx.^t7? — Zmm-FZo fit, BWfr*DNA©4t[3£BB^J*^ 

V?-**^*? l/^-^H^ai-r >^-^^-~>a 

^§^^ffi$n^^GPC3N^^^HM#:*fc«iaGPC3C^y^ FJfrfle* 

SiMfefCSSItt, trC#:a$I (HID (L^D S3- 

*^Stelj|$^rTt)J:Vi (WO 94/11523 ^&SR#flB) „ 
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-&3fc<&fc, jg3i:3fc;HE>& h7>X^x-y^t^tflbTfeJ;^ (Ebert, 
K. M. et al. , Bio/Technology (1994) 12, 699-702) „ 

to£, ^^^*fC#: (tHb (Humanized) trt#\ ^ffiffl^^*. Z.n%(DTk 

thWH WiJ5£ (reshaped) k htivf*: <h fe»sn, ^tlteu tbM® 
n£¥Llfr«ZK MAfcf^XtfCttOfflli&teifcS^* ( CDR; complementarity 
determining region) &t httft<Dttti&&l£mm^&teVfc%<D'V&r) ^ ■€■© 
-«W&fcte ; ?&ifc*#fefc»5nTV>S (^H#fFtBM^I8#TO 125023-^ 
WO 96/02576 ^&##HS) . 

^^7>irt#©CDR^ k htr[^<D7 1/ — A>7 — ^7®^ (framework 
region ; FR) ££ilJSrrs «fc "5 KlSft bfcDNAiB3?iJ£. CDRRt^FRM^r©5|c«l«« 

^§7l/-A9-^«©75/iSiIlTfeJ;^ (Sato, K. et al., Cancer 



11 



WO 2004/022739 




!T/JP2003/011318 



Res. (1993) 53, 851-856) . 

HiTH Cri« Cr2, Cr3, Cr4§, LitfiC/c, CAMtS 

<> — IffiirLtefc — 4Bfi*t#*>"£Sns. 09*.fc£* tn]#:©if^ri: ITIt Fab, F 
Cab') 2, Fv, HH©Fab£^£fcFc&^rr*Fab/c, *fc»HigU<liLi0 
Fv£i&l£&U •t?31J|g$1i-fc->>^^-x'r >Fv (scFv) ffimvfbtl&o A 

-tiAim jgM$}&:i&£»iJfi"t?583i3-&£ (M*.fc£, Co, M. S. et al. f J. 

Immunol. (1994) 152, 2968-2976. Better, M. & Horwitz, A. H. Methods in 
Enzymology ( 1989) 178, 476-496, . Academic Press. Inc. , Plueckthun, A. & 
Skerra, A. Methods in Enzymology ( 1989) 178, 476-496, Academic Press, 
Inc., Lamoyi, E. , Methods in Enzymology (1989) 121, 652-663, Rousseaux, 
J. et al. , Methods in Enzymology (1989) 121, 663-669, Bird, R. E. et al. , 
TIBTECH (1991) 9, 132-137#EI) . 

scFvte, R#©H«Y«*fcL«Y««t*313ie*r*2:tfc<fctI#6n«. £© 

scfv^&^t, mm&timmmz. u>#-, »*b<tt^^Fu>*- 

^btli^ns (Huston, J. S. et al. . Proc. Natl. Acad. Sci. U.S.A. 
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(1988) 85, 5879-5883) . scFvfc:fcttSHmffi«££tfL&V««fcJ:» 
scFv&3 — H*rSDNA«, «HBtt#©H«*fcttH«IY«**3-K"r*DNA, & 

*55i*C^ffi^n5K#:H:» -m#^14tn:^ (bispecific 
antibody) TJJboTfeJ:^ -ft#^-|4in:#:«GPC3N^^^ K£fc«GPC3C#§ 

TJJoT'bAWU -^(DtaM^^M^GPC3N^^y^F*fe«GPC3C^^y 
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£ (0il*.fcL WO00/61739, WO 02/31 14075: <H) . 

Jl/Xtu^^n ^E — ^ — /x>A ( human cytomegalovirus immediate 

early promoter/enhancer) £r^f<5 Z. <h^T#^> 0 

T>^-f JVX40 (SV40) m<DV^( JVX^Dt- ^— /X>A>-iJ— , &£V*tet: 
Mn>y-ya>77^^-la (HEFla) ft £©oi!|UMJ®El35fe® :/n^E— ? 

SV40^n ; E— ^— /x>A>U— Sr^ffit" -^Mulligan (Nature 
(1979) 277, 108) ££0* HEFla^n^E-^-/x>A>U— SffifflT 

3 Jg^teMizushima (Nucleic Acids Res. (1990) 18, 5322) \z£V, 

jjttfS. ^Dt-^-tlTH fl|3.fc£lacz:/n ; E— * — , araB^n^-^ — 
S Z. £j&*T#£o lacz^o^e-^ — ^^ffl-r^>^^«Warde>©^^ 
(Nature (1098) 341, 544-546 ; FASEB J. (1992) 6, 2422-2427) lc<fc0, & 
^VittaraB^n^E— ^ — &^ffl*r*»-&ttBetter&©^ffi (Science (1988) 240, 
1041-1043) fcJ:D583R*r £>;i£^T#&o 
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m-S, pelBS/^±;i/iH^J (Lei, S. P. et al J. Bacteriol. ( 1987) 169, 

4379) zmmtntt^o fit, ^^-y^XAizm^nr^^^rnvr^ 
ffifc(Dmm*mw\z®.&.w.isX (refold) mm-rz* 

-V7^;i/X (BPV) ^®S*©t)0^^^tm, 

3^Fh7>77x7-t* (APH) mm^. ?5S?>^t- if (TK) ilfe^ 
J^M^>^>^T^>^X^U^>'^h^>^7a:^-if (Ecogpt) jftfcT, 
^kFDiil^fi (dhfr) Mfc^g£^tf £ <h/^T^3 0 

£F£L<te, #f|BJT^ffl£n3fcvffcte, Hit?LmM, MxJ£CH0, COS, 5 a: 
n-v, BHK, Venk HeLaM + T^^ tl£o 
"&\Zs mn^m^ftf^^mm^in vitro^fctein YivoXt%mVTM&) h-r 

<hLT, DMEM, MEM, RPMI1640, IMDM^^T^) d ^J&JElfoiif (FCS) 

tit, Hyper D, POROS, Sepharose F. F. (Pharmacia^) #7^#tf£>*l£o 
t S I t C J: D , St#:&^St, flfSafSZlt^T^S (Antibodies A 
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Laboratory Manual. Ed Harlow, David Lane, Cold Spring Harbor Laboratory, 
1988) c 

2. GPC3©^m 

^BJ<DGPC3NMiJ^^F^^-r^tfC#:^fflViT, <DGPC3£t&ffi 
*5g93<Dffi#£JiiV*Tlfcaj"r5GPC3«, 4#fcll8}e$nt\ ^ftGPC3l?t>. ^<D 

<DfeiGPC3N^^^ F^#:£^fc&^#W#f£fc<fc D ^tUtl> - £2W * b V>. 
Mf^tLTS, 0g*.fc£, 7'WA/7^t^, X >if i'f A/77 

^(enzyme-linked immunosorbent assay : ELISA) sandwich EL ISA) T 

ELISA7^^(Z)±aibfe^^#W^^a^^#t^^(D^^^J;i9ff 5 -i: 

mGPC3N^^^FtfL#:<£ffl^fe-^W^fcB^^^bT«, irtGPC3 

fTV^GPC3N^:/5P Fta#:«hGPC3^>A 0 ^M^^'&$^^m^^#bT, tfi 
GPC3N^^^F^^ifrbT^j##:{C^bfeGPC3^>A 0 ^M^^m-r^>il<h 
^£9, ^^4 , ©GPC3^>A°^^©^{i5^ff ^^^r^l-f^^i^T^^o 
*§gBJK::fcV>T/B^£>n£^^#:t bTte, WAH T#n — X, -fcJUn— X 
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;V^V^-h#) , ^Wra-t^U"— ^■y^ r 3te2*fflVi*tfc*JT**. #CGPC3N 

#n:&««Mfc, ft^ttJBsn*. -r>^o.^— >a> 

M-24«fM©-f >*3-^->'3>* , fTt)n*. >f>*a.^-h&©8&i£fcJu GPC3 
$ > A° # £ t triGPC34fL# © 3g-£ * «& Vffc t> © T? * n fcf faT *> «fc < » M A 

#»E©GPC3*>/^«ttffi#8!K::feV*Ttt, GPC3^>A°^M£tfcfcBb£:V^ 

GPC3^ >A°^M^^^^V^'l43 > h D-;Wtt**WC3* >/^K£<&*f Bftttn 
>hn-jHt»^2^»S. GPC3^>A^K^*^V^tt3>hn 

-^BftTftsnfci*, GPC3^>A^K£^t^ttn>bD-;wmM#e>n 
fctt*fcifc«-r* - fcfc«fc d * *afttt»+©GPC3* >/^R*tttat« - u 

&tm<D&mfrzmmmmK&r3KXs »»tt»fc*£n*GPC3*>/^*&£ 

^GPC3N«^^Km#&^bT^#fclj!S^bfcGPC3^>^^»©tftffl©«F 
SU^ltibT, ««*J^«l*3nfcttGPC3 NflB^^HttffSfflVi*^ 

GVQz?>^?m&&^wfcmmT&mmifcfc&%^xWiitiTz>o 
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^GPC3N^^y^ KC^#teGPC3#^cD|w|Dxtf h-^SBKbfbJ: W A 
#CGPC3N^ 77- H ttflccDSaSRttii^fti £> nt Vi« ^j* Jc =t D ff -5 £ <h j^rTIB 

mfsi^ommmiz^ommmm^m £ tannin? <& o , *#»&«ibt 
tt, 7^7-fvh-^( 32 p, 14 c, I25 l 3 h, ,3, i^«Jf), :7;M-wz«r>, ^ 

# U *X 7 7 & —if & £ £ $ -Brfe T tf > £ 3 £ SSJq-r S d <h 

^#«Jfc:fcJ\ *rCGPC3N^^^ Ftt#S'5tf**&:/l/'— h&£©3d##£Jn 
X., trCGPC3N^^^Hirt#:^@^-r^ 0 ^V-h^m * >/^R©#M# 

(ABTS) , 1, 2-7x-U>^75> (^y-7x-l/>'775» , 3, 3\ 5, 5'- 
"r h7/f;K>yy> (TME) H Wi^tmW<Dm^\z 
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jyfctfjfcte, #CGPC3 N^^^HtrC^^^.^^^yi/- hteEV^mmz 

*^b^©gpc3^ >^^m.^.m^^com<Dmmt it, gpc3^ >a-^«£#^i$ 

fll^tf, ^jt#^H^$nfetn:GPC3 Niffi^?^ FffimzW.tkUn&t£Mt£l£, 
-f >^3.^-->a Sfc*£U, &^£^frbT^&GPC3^>A°^ft£, 

-^GPC3m^ra-^#:^#S^^^t-^-^ia#fc^ DMT2>o £ 

JUfctfJ^te. irCGPC3N^^^ Hta^^^tj 1 ^^^'!/- h^^^^#:^j[lD 
trCGPC3N^^^Hin;#^@^-r^o ^l/-h^^fe^m, ^W^«0## 

IS^-^^l/— h^SOX-^c -f >+a^- #fc*£b, — ^*riGPC3in;#:^rj!jnX- 

^0J©GPC3^>A°^K©^tB^^©ffi©S^^b , r«, «*R^S^fiJffibfc 
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SF£bH. «ft5b;fctt^£tt»&«'&b, -^«fm»#Ufc«K:, tt#**K:GPC3 
££fc«fc0GPC3Sfcffi-r*£i:* t TNS*. »J*fc«fc*»ft*#3fc3fc«fMf 

liS/WPtLTUTJl'^^ AlC^grrSil t^BltgT&So #iJAfc£, BIAcore 
(Pharmacia®!) f ©/H :*-fe >U— V^S £ «h «fc 0 GPC3^ W^Stft 
GPC3N*^^ r 5 L Flfi#©tl'&**ftffi*r*2:t^lBT?**. jyfcWKKi* JaGPC3 
N*^^F»E#*IB«flsUfc-fe>lJ— 9-y7\Z.* *tttt»**6ftfc*^ *tGPC3 

N«^y^Hm#fc^TSGPC3^>/i^«^*BS->^^-;i/©^t:^UT^m-r 

«kGPC3N«l^7 r 5 L l«tt'**^tr. tt»Hf**fctt^ry htf*EIA«sfc*^< 

Tfc«fcV>. K^WfH*fc«*y h^7f-^x^fift£ffl^fellii:i^< 
«-&«^t#:**!R«fbfcfi#:&^A'"e^T ! b«fc^. R^vHt ill:, 7u 



20 



WO 2004/022739 




T/JP2003/011318 



(1) $i&<Dm&<Dmm 

*mW~V&mZftZ>%ifc<Z>$iM%£'£fe& ( Antibodies A 
Laboratory Manual. Ed Harlow, David Lane. Cold Spring Harbor 
Laboratory, 1988) , U # > H V -fe :/ * - m & Umm tt (Harada, A. 
et al., International Immunology ( 1993) 5, 681-690) © fiij j£ 

* ^ T « ffl $ n S tri GPC3 C Jg ^ ^ ^ H # © JS «S « 14 * »l 
St5*SHT, ELISA (@PStiig£-3i^©:*t£^&) , EIA (mm 

f&mmfem) > ria (tit^tiss) &sv>ra:*3fefft#«s&jfl 

GPC3C^^ 

y^H^n-^^ >^bfc:/l/-MC, £iGPC3 CSS^:^F#i#& 
frtrt**K Mi«, trtGPC3C Sffi^:/^ H trC#: ^ ^ M © ^ « ± ?» 4 s 
ffimta^^JP^-^o 7 )\> * U 7*^77^-K*«l*T?lltfc 

*38Kl!««*n5S#(0Stt*»8t5l:tt, JrC GPC3 C $i§ ^ :/ 

H .trt # © * fO i£ tt * SS ^ T - 

(2) ilg^^^li 

iSfl B #J <£> 3§ ^ > # HJ K JS T £ in # , Ifi^ffitttlT, 
ADCC^tt^fe^CDCStt^^-T * 

ADCCJStete, X7x^^-$ffl^t^W^^i:in:GPC3C^^y^ H 
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iifflJfe£&e>/^D£> 51 Cr{;r.£i9fil^b, £ nfc #CGPC3C F trC 

w^imz.'i 3.^ — ^ 3 > s ff , © m , swansfc^uai^o 

£ S b , ^■©«»ffS«lnbT-1'>^r3.^ — ^3>SrffV^ ig « 

^fgwcDaBifiJiJiia*^*^ in # © *a j& m m m ft & f 'J /a b *> © t 

Aj-V^Z> Z £ j&« $? S b V> □ 

(3) §fflas©^« 

# 58 91 © tfi GPC3 C « ^ 7 F ^ # £ *ffl Jfe 1ft « * «plC««BJft©«* 

$ & £ * IB © ta GPC3 C Sffi ^ 7 ^ F trC # £ 

$-&^0«#^!5s^^n-r, ffFss, was, slss* war*, phi 

(4) JctfiSSO 

# 5§ g§ <d «n & % m m * & e trc « e , mrnvmigmmzmrj < mm. 

— nn-o^&Jtlkg&fc D 0. OOlmg <o lOOOmg© 15 
Btllfns. 0 0. 01— 100000mg/body©18:#* 

§l^:t#-Cf 5. LfrXsfcifi £ * W ©KGPC3 C ffi 7 ^ F 
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vx^m-? %mmM\z. n & \z l tz. us o t m m \t ~t z t. -m x % 

( Remington's Pharmaceutical Science, latest edition, Mark 
Publishing Company, Easton.^H) , m M #J \Z ^ $ tl £ ^> m 
tin m & $k \z<£ & h (D x ^ X >b <k <, 

£ n & # ^ n , u 7 - y > , ^'jn-^7;i/3-jk ^ u tf - ;v 
k° o u f > * # ;i/ ^ * e - ;i/ # u ^ — , * )V ^ ^ ^ ^ )V ±. jv □ 

^ ^ ^ > , ^^;v-k;i/D-x, if ji/t;vn - x , ^ +J- > ^ > # a , 

T ^ tf T rf A , * if > , #'Jif l/>^ij3-jk 5? ^ U 

-fe U > ^ ^'Jt'J >, ^nk s l/>^Un-jK »7 -fe U > , A ^ ^ ^ 
> > Xf 7'J^7;^-JK Xf7U>l, t hi«7J^5 > 
(HSA) , ^r>-h-;p, v;nfh-;v, ^^h-x, mmm%nW £ 

T X M M ^ ^ T B fc£ fl £ s b%3A,;in£>fclS;i£T£ ! b 

Tween8(h Tween2(h 5 > , t M^7;^$ >^^JD^fct)© 
ft 2> tz.tb \zW.^^,m^fch <DX $> -d X d: < , lMm$tm<Dfz® <D 
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01H Gene Chip &fflVifcGPC3iiRNA©58m»*f©«gm*^T0"t?* t) , 01 
AteGPC3©^3l£:, BlBtt7Jl'7 7 7xh^Df'f > (AFP) ©fSSISr^f. 
$fc©NL, CH, LC, WD, MD*3 itfPDtt^n-tnjEflflFFHU JFF&^35&* JffMfc«4fc, 

0 2 tt, >am#UPM©GPC3R^GPC33 T ^ >/t£«©CBB3fe6fc 

0 4 fciu iaGPC3ifi#£JH l^Tfr ofe"*!*^ 7* >;t^S<D^X7.^ y 

x-r >£f ©j&*&^t"En?2&s. 

0 5 mGPC3^fc£J1^7clJ->F-f y^ELISA©JSCS&^r0T&5o 

0 6 to*, M6B143«fctfM18D4£JB^fcGPC31*-> F-f y ^ELISA©** F# — 

H7tt, GPC3CD«jg*^T«IS:BI*t?&S. 

08H ELISAK::m*S^GPC3tt#:©&*^b1ir&^t-EI*e&S. 

0 9 tt, $1* fefi^to-erCDttGPCBttfrSffl VifcGPC3lJ*> F-f y 5PELISAI6© 

0 1 0 H, ^GPC3C*^^^Ftrt#:©ADCCS'l4a'J^©M^:^^-r0T ! ^^o 
011«, ttGPC3C**^y^FJftfr©CDCSttWS©lif**^'rHT?**. 

HJg^i ^ ps^ s n s *> © *r tefr v> . 

1ISNHGPC3, TTOMGPC3n7^>/1^St©^^^-£bT, pCAGGStcDHFR 
fcfe^Rtf;^^ ^>WiMCT£m^&^cpCXND2, pCXND3£JB l^fc. 

D3CBllttATCC«fc0»IAbfclBlfi*ffl^, ^*^«5%FBS (GIBCO BRL CAT# 10099- 
141, L0T# A0275242) / Minimum Essential Medium Alpha medium ( a MEM (+) ) 
(GIBC0 BRL CAT# 12571-071)/ IX Penicillin- Streptomycin (GIBC0 BRL CAT# 



24 



WO 2004/022739 




T/JP2003/011318 



15140-122) &m^fco T>mi&m^tcmmm<DMmz\Z, 500/zg/mL Geneticin 
(GIBCO BRL CATS 10131-027)/ 5* FBS/ a MEM without ribonucleosides and 
deoxyribonucleosides (GIBCO BRL CAT# 12561-056) ( otMEM (-) ) / PS&-5 l^tel^ 

mm izmmm 2 5nM t & % & o \z mtx £ j n z. ^ & <d & m ^ fa „ 

HepG2fcUTCC£9I§Abfc£fflJ!&£m^ 10* FBS n<D&^~- tfjltg 

m (Dulbecco's Modified Eagle Medium, DMEM) (GIBCO BRL CAT# 11995-065)/ 

/W^U F-vtelO%FBS / RPMI1640 / 1 x HAT media supplement (SIGMA CA 
T# H-0262) / 0. 5 x BM-Condimed HI Hybridoma cloning supplement (Roche CA 
T# 1088947) T*mMVfzo 



mmmi t: hGPC3 (GPC3) cDNA© ^D-^> J; Z$?f£MM%t 
kh^'JW>3 (^TGPC3) F-T^ficDNA©^ p-- 

b bGPC3£3- HT§±ScDNA«, *J§§MBJ!£1*Caco2 =fc O 1%mz J: D mM b 
feist strand cDNA£§#M£L, Advantage2 kit (CLONTECHft Cat. No. 8430- 

1) £ffl^fcPCRKJ&£cfc QMmVfr. tfs:^t>. 2 M©Caco2E&3fccDNA, \ul<0 

2) , 5m 1<£> Ad vantage 2 lOxPCR buffer, 8/il(£>dNTP mix (1.25 mMh 1. 0m1<£> 
Advantage polymerase Mix&S$55Q u l<DKJfom&, 94 tT*l^ 63 X;~eZ0%>, 
68 ^T?3#^S&31M^;V£35lHlfTo7co PCRMfccfc^ififfg^te (pGEM-T 
Easy Vector System I (PromegaftCat. No. A1360) &m l^TTA-^ ^— pGEM-T 
easyfC^Abfe) ABI3100 DNA^>-^r>-y— V>@B2?!J<£>*if&£fTo frig*, t 
hGPC3©±S^3- H-r^,cDNA^milbfe 0 S2^J#-*§ 3 Tgg£ft&SE?mt: h 
GPC3»^^<7)mSiB^J^, lB^J#-^4-e^$n^ia^J«t: hGPC3^>A°^M©T 



1 : GATATC-ATGGCCGGGACCGTGCGCACCGCGT 

mmm^r 2 gctagc-tcagtgcaccaggaagaagaagcac 
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GeneChip£/J3^fck hGPC3 mSMmmMtir 

ziMvtitmffimmffi uxftitm-M* ^tHtm-M. ^itm-m > i6mojff 

M#JSgP (JJf&S&terCH, M^TO::LC) , 8#J(DIE«rll:NL (0:7;*— A 

#£mRNA^^#r£GeneChip TU UG-95A Target (Affymetryxft) ^^UTffofe. 
-T&fc^ _hfe#M$U 9 ISOGEN (B*^->tt) ^fflV^T N-^;i/RNA*aS^ 
Lfc^> -en-^ni5Mg(D total RNA £4£JEL, Expression Analysis Technical 
Manual (Af fymetryxtt) \zmVxmfc^-mmm%T%:ft-Dfr 0 
t<Dm^, mi {w^T^-5^t hGPC3«eT (Probe Set ID : 39350_at) teffF 

%<Dftik<Dm.m\zMfr <Dmm\z^ximk(Dmmm^iEmm.mizit^ 

X&m-2tlT^Z>T)V7 r 7^ hZfu^-^C XProbe Set ID : 401 14_at) (DmRNA^i 

V^^b^tc43^TfeGPC3«+^^mRNA©^(D^ii^M8e) 6tl, ^omRNA^ 
/Lit DTVi<5 fiJ^^GPC3 £ Ti^ V> Z. L fim £ £ f3: o „ .BU: OD £ £ £ 0 , 

GPC3©^ai«jif m(D^mmwrmt vx^m t.%x z nz>. 



2 #LGPC3irC#:©f£§5t 
W^Ih hGPC3<7)fm 

^GPC3m^m©fei5(D#^<h it, c^mcDmTK^mm^^.m^^rc'^m 
MGPC3^ >nz m&itmvtc 

m*:$fcWf£ 0#t#$nfe^*h hGPC3 cDNA^^-t?y^X5 FDNA£fflV^ 
"5J^MGPC3 cDNA^^^^X^ HDNA^^^bfco C ^MJCDiSiizRfMfS (564-580 
£l&< £5 fclgfrbfcT^:/^ ^- (5'- ATA GAA TTC CAC CAT 
GGC CGG GAC CGT GCG C -3' (BHM#-^5) ) £EcoRIfgI$IB?lk KozakSB^J^JP 
m^^7-f7- (5'- ATA GGA TCC CTT CAG CGG GGA ATG AAC GTT C -3' 
(mmm^re) £ffl^TPCR£frofc 0 #£>nfcPCRPSJrtt-(1711bp)£pCXND2-Flag 
\Z7U-~>t?\stz 0 ^m^tirz^m^yT,^ FDNA£CH0$fflJ®DXBll1*^SAL, 

500Mg/mL Geneticin xvmmz&v), nimmG?cmmmmw^tc 0 
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1700 ctfn-7-# h fr&m^mmGvcz-MmmwfooiKmmm&n^. m 

m±m*m®Lhmm:&?T'DfZo i&m±m*VME sepharose Fast Flow (Amersham 
CATS 17-0709-01) t^^^-^b, tk&&s 500mM NaClft^trAy y 7 — \Z& V m 
ffibfco %.\Z, Anti-Flag M2 agarose affinity gel (SIGMA CAT#A-2220) 
ViT77^Zr^-iI^ffofc. «fffitt200Mg/mL©FLAG^^Hk:«t Ofro 
fc. Centriprep-10(Millipore CATS4304) \z J: * » Iftg & , Superdex 200 HR 
10/30 (Amersham CAT# 17-1088-01) tc J; %>>f)V -55© ^rffViFLAG^^ K£l&*b 
fc 0 S^fdDEAE sepharose Fast Flow# l^TiS^U I^^F^Tween20^r 

^£fc^PBS (500mM<DNaCl£^-fr) T^m^ff 5 £ «fc t)A'y 7 7— «!ft*ff 

WfigPSib hGPC33iT^>A 0 ^S(Df^M 

±IB^^MthGPC3 cDNA£^>:/l/- h£b, 7 yfe>^ U — PCR&fc iot 

^^#JD$n§cJ:-5fc^ , 7^^-^IStfb, fc&nfccDNA£pCXND3^* — K 
^ n — ~ >^bfc 0 M$nfeHiy7X5 HDNA^DXBllt*^SAb, 500m 
g/mL Geneticin "T?OSSt^«fc t) > rT^MGPC3zi >A#gS&fB^CH0tfc£#fco 
1700 cm z n-^-# h;k£JS ^ £fr #*±J* ^m^bffi^^ff o 

7c 0 J£*±ti£Q sepharose Fast Flow (Amersham CAT# 17-0510-01) £3=-* — 5? 
b, 500mM NaCl&^tTU >I/t*;7r- ^ «t ^[Kbfc. JKte, 

Chelating sepharose Fast Flow (Amersham CAT! 17-0575-01) £JB 1/^177 ~ 

ofc. 10~150mM©-r $^V—;i'T^7$>x> h^m^rffofeo 
g&fc:Q sepharose Fast Flow ^ffl^Tiglb, 500mM NaCl£^tn) >K/Xy y 

7-id«tD^mbfeo 

SDS^UT^U;VT5 H^*;Ht»*»©IS*, 50~300kDa©X^T7^A> F<h, 
&J40kDa<E>/t> 0 2 fcl*£Ci§ct&©*S:££^t". GPC3te69kDa©C;fc 

iffi\z^rt7>mmmmm&^'r2>y°u7-jr!fv*}>'v&z>o **Tizn> f« 

^/^>^I6£ff|i&SttfcGPC3T?&S£^£ft&^ $J40kDa<£>A*> FS757 
i^>-^i>7©ii, GPC3CDN5fc«jfflJWfjt&jB^i:bT*t). GPC3ttfa£j&>© 
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^'J^J^H^H^i©^, 70kDa, 40kDa, 30kDa(733^>©A> £>n 
fee y^i>-^x>X0D^m> 30kDa©A> F«GPC3(DC*^ffliJ^fM-rab^) 
Cii^JHJbfco emmmfrn, 359#@<DirU >> ! bb<«375#a<DA'U 

am#JnMGPC3T-^©30kDa©A> F#J& £> tl&^o fc(7) te, ^\A^>JM^tt 
Jn b T V> £ X ;* T 73:7 1 > F fc 75: o T ^Tc tz ® t JSfc *l£ » GPC3/W5S ©7^ 

Ttewzfriz-znx^fsi^o 

z\<DmM&vfrmmm\z&\,>Tbm±.(DGKZtf®m%:g:tf, *j 

i: LTGPC3^jfa4 I \ZftmZ tl£ «h 5 mM*±~Cfc 0 GPC3«BTJSffl^ 

vjmmz-D^Ttkm-r&fz®. mm&wumzmno&viz. mvcmtezftm 

t: hGPC3<h^^XGPC3<^^^D^— «T5 7 ^l/^^-eg^^^ViffilWItt^^ 

mi%<D^vxizfiimvT%mKZtt&*mu^m&*m^ §bm 

^a^^XTa5^MRL/lprT^X^^l&^i«i:bTffi^7Co MRL/lprV^T, (CRD 5 
!2CfcpI^MGPC3^^^b7c 0 IDlHl^S{c«^^^>A o i7K^100Mg/E<h7^^ e fc 
5i:lSb, FCA (7D-f>h^7yaA f >h (H37 Ra) .Difco (3113-60) , 
^#b>^y3r>V> (cat#231131) ) £m*TXV;P^ a >fcLfc 

T^^bfeo mmmzwi±z/m£ft:2>&o\zmm\st^<D*Yik (yu^>b 

^^i7-/aA> h . Difco ( 0639-60 ) >^^h>^W-/*>V> 
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(cat#263910) ) Wjl/y 3 >ftlf:fe0^T(:S4l//c. 1 iSIWRBIH 

7,^^u-^mm?mt^^^mmmm^m^v. pegisoo (n^-^-rx^ 

JTsTJvZ, cat#783 641) K «fc t) MS&^fr o fe„ 967^* :7V— He* 
1U liBi;f9HATi§ft6TS^^ai±M^ELISAT7.^U-n>ifb7Co &§tt£7 

±m zmwi^rco elisa^^x^u— ^>^«, gpc3^ t^>a-^k 

*f§mHi Trap ProteinG HP (Amersham CAT# 17-0404-01) £/B l^Tfr o 7eio 
A< F-T«i±H^ai^7ACf t-^l, ^A7 7 7- (20mM U 

>m^hu^A (pH7. o)) ^x^fe^^, mm^yyy- (o. im ^>v>>-hci 

(PH2.7)) TT^mbfco ^am^frmy 77- (1M Tris-HCl (pH9. 0)) ^JP^fc 
^ol — y^ff ^m-fefc^fob/to trC^iU^^y-^b/cm, 0. 05%Tween20/PBS 
T-^^W^ff My ^t— HUfc. )WM$tlfcin:#:«0. 02%<h&£ J: 5 
NaN 3 £i3s2jn b7c^ 4t:T^b7to 

^GPC3*rC#:©£¥#T 

^^te^Sa^X IgG (gamma) (ZYMED CAT* 62-6600) t.7 )Vtl U 7 * 
7s77)\*—¥. - -V^ifCT^X IgG (gamma) (ZYMED CAT# 62-6622) Ufcv 
•>XIgGit> H-f y^ELISASrffV^ TtSR©»fiT^^IgGltfi# (ZYMED CAT#02- 
6100) H h bt^llfe. 

trE GPC3 trC#:©T-ry^'l' tf > ^ , ImmunoPure Monoclonal Antibody 
Isotyping Kit II (PIERCE CAT# 37502) &/BV>, ^a^®7-a7JH:f o 
7c. T< V^-f k°>^©^*±TIgGl^-r ^"Tfeofe., 

GPC33T^>^^H*ffi^fe^XX^>yay5 L ^ >^f-cfcO*n:GPC3irL#:©X 

tf h-y^M^tTofeo ioong/i/->i^^, £ fc^ \z-*smmwizu7#>rt>7n& 
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10%SDS-PAGE mini (TEFCO CAT#0 1-075) \Z?- * — S J b, m%^Wi (60V 30min, 
120Y 90min) Trans-Blot SD Semi-Dry Electrophoretic Transfer Cell 
(BIO-RAD) *m^T-( n >-P (Millipore CAT#IPVH R85 10) ^.hy>7,7 
7 — bfc (15V 60min) o membrane £TBS-T (0. 05* Tween20, TBS) *Z?®<iifcofcgL 
5XX*A5;i^A0TBS-rzMI$ra (M) (4*C) JI<h-3bfc„ 

TBS-rc#U10#MJB£3 bfc^. 1%^^A5;1/^ADTBS-TT?0. i~ iom g/IIlLk:;? ! ii- 
fRbfc&i^^GPC3m#£;b^A i i^J^ 5 b&^ tbs-tt&^ no^mzm , ix 

X^ASJl'i'AD TBS-TT 1. lOOOlC^^bfeHRP-tfL^^XIgGirC^ (Amersham 
CAT#NA931) X^mmmt^m. TBS-TT&ofc <10#x3®) o ^^«ECL-Plus 
(Amersham RPN2132) 2rffl V>Tfr^ Hyperfilm ECL (Amersham CATt RPN2103K) 
&m^TmmVfr 0 i4l:!)lX^>^0'3; M?«rO^I^to 40kDaOA*> 
\*\zRfo"?Z>tftmZlt*Mte2L\f 30kDa<Z>/\*> FlzB.ffo'r&tfifc 

TM6BK M18D4. M19B1K C »E#t UTM3C1K M13B3, M3B8& 
tffeo BIAC0RE*ffiVifc»«r©j!S*> £-m#©KD<itte0. 2-17. 6nMT?*o fco 

^J6#|3 pI^ttGPC3<7)^l±J 
v^X^ltt (xenograft) ^r^V 

BM^lHt'&^SCIDV^X (Fox CHASE C. B-17/Icr-scid Jcb R^ZX/TV^^ 
tt) *3cktf:a— K^tfX (BALB/cA Jcl-nu, B # ^ 1/ y ^#&) ©]g3B&T^ 
fc hffFffiHepG2affllS£300^ffi^ffibfc. ffifi#^#fc^j£$nfc53Bmfc:HepG2 
#*tSCIDv^yUl, 3, 4©^#MckD^lfiLb, EDTA-2NaiT^n^->#^T 

(r^o^^-fa-^fjilf, NIPR0, NT-EA0205)T«^P^b, $J5£B 
*-e-20 < C7?^Wb^ o &*5, HepG2^ffiSCID^^X#2ttHepG2^*62BmK:, 
HepG2»ttS- H-T^il. 2«^«66Bmi^^MJ: O^Jfiibfco *rl!B£b 
T, IWIM^-ODIE^SCIDT^X^ 6 IWJitCD^^jfiL^^iiMbfeo 

+h> F-f y^ELISA 
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96 7 a: ;i/ 7 Men- h1-£tr[#:f;iteM6Bl£, M6Blfc£S'&bfcGPC3£^fcB'r£ 

§ 7c #>DAK0£b<7> AMPAK£ m ^ ft . 
96^x;V^ ^l/— h^lOMg/mLt^^ J;^ic*tGPC3ir[#:^n — >7V\* 

5/7 7- (0. 1M NaHC0 3 (pH9. 6). 0. 02% (w/v) NaN 3 ) T't^bfcfeC^n-hb, 
4'CT— Bjfe-f >^o.^- hbfc„ I2B300ML/well(E>#fc#Ay 7 7 — (0. 05% (v/v) 
Tween20, PBS) T3l§J*$fc$f^ 200 At L©*3Rn y 7 7 — (50mM Tris-HCl (pH8. 1) , 
lmM MgCl 2 , 150mM NaCl, 0. 05% (v/v) Tween20, 0. 02% (w/v) NaN 3 , 1% (w/v) BSA) 

HSlTJ^^a^-Mfc. 300jLtL/^x;V©RBT*3leIi5fe#^ Wy7 7" 
T 10 jit g/mL <h ft § «fc 5 iZ^M b 7c If ^ >«« b 7c ia GPC 3 £ iP 1 Bf W^iS 
t-O^-Mfe. 300mL/7^;K^RBT3IU^^> ftl?Ay7 7-T?l/ 
lOOOtC^bfeAP-X hW7h7tf> ? > (ZYMED) £JP;3_, l^imS^>^a 
^-ML 300 a* L/we 11 ©Skinny 7 7— *T?5mSfci£bfc&* i#®7°nhn- 
;Wc^V>AMPAK (DAK0 CAT#K6200) ££1 ^Tfg-fe^-t^ V-f 7 n 7 1/— h U — 9 

^#:©tf :t^>fbfcJMoche*t©Biotin Labeling Kit (CAT# 1 418 165) £J3 
V>7c. £7c, U->7';i/f ©W»MGPC3»fi©mi|tK:», ^tf-^V 7 hGlaphPad 
PRISM (GlaphPad software Inc. ver. 3. 0) £/H V*Tfl¥flrbfc. HI 5 t^iWJO 

ng/mLO $ £Hlfrr 5ut £ ft . 0 6 ICM6B 1 & J: tfM 18D4 £ m V> fcGPC3lr > F 
-f y^ELISACDX^>y— F* — 7£jrcb7Co E©36£/BV>> jtu3£OHepG2©ig« 
Rtft hffF^HepG2ilffl^^#1fib7cV77ifem4 l ©^MGPC3©^ai^^ 
#-7c„ n>bu—)V(Dmm, ^.XSu> hn- ;V*9"77Njfii?tT'«pI^MGPC3^tti 
IBimTT?&ofceDfc#b, HepG2tf>ig«±m, Rtffc bjff«HepG2SBll&£^gb 
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HepG2i%m±.m-C\ZL 2/zg/mL. ^^^.jfiLtf Trfc23~90ng/mLT& o tz (^1) „ 



*1 



HepG2^^jT^Xplasma»(7>PT^gjGPC3;Ug(D;IiJ^ (ng/mL) 




^GPC3©«jt^, m 8 {ctfL^©ia^-&t?-&^^-r 0 m 9 > K-f y^ 

^HepG2cDig«±?f % ~Bd$\^ hflf MepG2M£^ffibfc-T'>X jfiitf *<DftMM 
GPC3©^mfcm^#Jlilr>mJi^ C*^g 

^0^£^ftofc#?&MGPC3«^ -3- 
ftfr^ GPC3(DT5 y^^l#S^e>^374#S(DT5 /MiH3?iJ^^T^trL#^ffl 



mmM4 irCGPC3V^7X-t h^r^^tr[#:(Df^M 

t: hGPC3fc^i-^,^ (t bG?a-C^mmtnfa : M3C1K M1E07> t hGPC 
3-N*^fg^ijT;#; : M19B1K M18D04, M5B09, M10D02) ^l^t-SA-fyiJ K — 
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V<fcD«3fflUfcTotal RNASffl^T, RT-PCR&K:<fcoTig<|iILfco Total RNAte, 
RNeasy Plant Mini Kits (QIAGEN&SS) &m 1 X 10 7 ltt©/W :/ U F-v 
cfcDttmb^o 1 Mg©Total RNASriMbT, SMART RACE cDNA Amplification 

Kit (CLONTECHMD , T^^IgGl^^gB^JiCffiMW^^^U =f X 2 V* 
5PFMHC-IgGl (@E#l#-5f : 7) SUtU^VX k jgj£flrSg«£3£IB?!J fc*B*t«Jfc'& 
jfc^UrJ^l'^Fkappa (@B#]#-Sf : 8) 5 ' ^flfflflUJte^SfM-* 

^it>Sbfeo Mfe^£j&fcM2t;Tll$ra30#liSSJftLfc. PCR?gfflt50/* US, 5 m 

1 ©10 x Advantage 2 PCR Buffer* 5 m L © 10 X Universal Primer A Mix* 0.2m 
M dNTPs (dATP, dGTP, dCTP. dTTP) , 1 /iL ©Advantage 2 Polymerase Mix CBAJt 
, CLONTECHftSD > 2.5/zL02»te^KJfcjg$&K lOpmoleCD^^-U^^^l/^ 

KMHC-IgGl£fctekappa£^rU 94X:(DWmUm\ZXZ0m^hXUX:\ZT 5 
WC\ZT3ttm<DW7)l&5mKm.V, 94tlCT5#n> 70 c CkIT10# 
ISU 72 < C£T3#F*Sl©+f--r PJIZ 5\mfcmV, $e>iC94*Clc:T5#P^, 68T:fcT 
10S>fKU 72t;fcT3#lffl©1M ^l^SIILRfcbfc:. *I*K:EJ&£*£72 < CT 7 
^PalMb*!:., #PCR^teQIAauick Gel Extraction Kit (QIAGENftgi) 
X, Ttfu—X5 s )l<frt>ffimVf£'&. pGEM-T Easy^^- (Promega*fc§S[) ^2 

mmizmmm^^ u rf * ^ h £js ^xpcR^m^ # e>nfcPCRjg^£ 

k MgGl^M^pBluescript KS + ^^- (IffSJtl) K#A£nTV>5 

pCXND3^^n-->^Ufeo pCXND3©«tfc©ffinfc:o^T, ^ 

TfcU&^So DHFR- A E-rvH-PMl-f (W092/19759#flg) ©£i#:H$Ijt^<h^ ^ 

tzmz, EcoRI-Notl-BamHI adaptor (SMita®*) £^n-->^bfco J!©'* 
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#*-£pCH0I<htfr£bfc o pCHOIflDDHFRate^^SfiBffiSrpCXN (Niwa£, Gene 
1991;108:193-200) <D ftJEBB£mHindIIIg5& fc tf n - - > ff b ^ if *? - £ 
pCXND3<htft£ bfeo H * *l£ £iGPC3^ X - 1: h^* 

(M3C1K M1E07, M19B1K M18D04) ©HiOMIB^J^^n^nie^Jf ^ : 9. 

11, i3, i miB^j^^n^niH^j#-^ : 1 o, 12, 14, 16 

SB^Jfc^MKJ^:^^- U rT^ ? V*J- H UTPCR£fT^, # e>ftfcPCRjMj£ 
t hkappaM^^M^^pBluescript KS + ^^- (jf€#l&*tM) K:#A£*iT 
ViSpB-CL^^-fc^n — ->ZfLfc 0 BsiWIM^iD, bhLllpJ^^^i: 

-n>^bfe 0 *^^-pUCAG«, pCXN (NiwaS, Gene 1991;108:193-200) £ 
f|!M0iiBamHIT^bLT*#e>n£2. 6kbpcD$r>t£pUC19^ ^- CMmW^bU) 
©$iJ|5g#^BamHI^{C]g^b, ^ p-- >^bfc^^ ?--V$>Z> 0 
F£^£n£^GPC3^X-k h^^iaft: (M3C1K M1E07, M19B1K M18D04) 

<DLm<Dm.^Mm& j tn j enm&m^ -.17, 19, 21, 2 3 mt^/^ib^j 

^^n^nS2^J#-^ : 1 8, 20, 22, 24 fc^fc 

tr[GPC3V^X-t: b** ^Infa^m^? ^-^f St^feJ?) Kl, LMatfe^^f 
jt^#A$nfepUCAG^i7^-^$fJ|5g^*HindIII (M5£1±$St) T$HbbT#£> 
n^«^^>t^H$iae^#A$nfcpCXND3©$tJ|5S^^HindIII^S(f^i^ 

DHFRMfc^, taGPC3-T^7;-b h^F^^irC#:jtCT^^-r^o 
(MM (DG44$0 ^fflV^c^^^«H^^Of^M«^Oci;5^bTff ofeo 
Gene Pulserll (Bio Rad&gi) £/B^*:Xl/^ bo^—> 3 >&tCck OiUS^ 

#au^o 25m g©^GPC3v^x-t h**?tfifcmm'<??~-£?mz.mmis 

TcCmmm (lxl0 7 ii/ml) ©O. 75ml£?l^bfc&©£ft±T10#P*TO^ 
U ^^.^y h^^b^m^l. 5kV, 25MFD©^»JCT/^;i^7v^#^.rco ^i&fc: 
TlO^^OlHl^^r^©^, h D#l/-->3 >^S$nfeiB^^, HT 
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supplement (Invitrogen&M) £ 1 fg^T^tf CHO-S-SFMIIJgife (Invitrogen 

u-htzmu 1 /V3L)Wft&vfro co 2 -r >^o.^-^- (5%co 2 ) t24b# 

P B 1i£^, Genet icin (InvitrogenftM) £0. 5mg/niL &: S <fc -5 fcS&tDbT 2 m 

ig*±***©IgGig^cDM5£te. Goat Anti-Human IgG (BIOSORCEftM) £Goat 
Anti-Human IgG Alkaline Phosphatase conjugated (BIOSORCE&^D SrJl^fct: 
hIgG1*> F-f y^ELISA^fT^, TtJlSO*S^t h IgG (CappelttM) £<Z)Jt$H;i 
£D5£*b£: 0 

#trCGPC3vj7^-k h^^^trL#:co^Mtt^ Hi Trap ProteinG HP (Amershamtt 
M) ^^ViTffofeo tn:GPC3-T^X-t h^^^irL#:*^CHO$ffl»©i§«_htt^ 
M^A^^-^b, a" A y77 — (0. lM^U ->>-HCl (pH2. 7) ) 7?^ 
ffibfeo 4>?0A*^^t- (1M Tris-HCl (pH9. 0) ) ^tUXfc^ =L--J\zm\&V, 
It^iC^fPb^o m#:H^^^-;i/bfc^, 0. 05%Tween20/PBST-g&3S#T£r 
frV^ /ty77-^tllt *SM$n^^L#«0. 02%^^^>J;-5^NaN3^^iP 

Dli£#!|5 triGPC3^X-t: h^^^ta#:(D^ 

£ftkhGPC3 cDNA^i7 n-~ >^$tlfepGEM-T Easy^ ^ ^ - £ fiJPS^^ 
EcoRI &m&*tm) TMfcbT#£>n£thGPC3 cDNA^fg^^^^-pC0S2^^7 

n-->^*bfeo &—pQ0S2<Dmm(Dmniz-z)^x, &-r\zm^z> e dhfr- 

AE-rvH-PMl-f (W092/19759#fiS) ©lift&HgSjftfc^.h^ ^-£#fij-r£fca£> 

0MliiifEcoRI/SmaI£&teT^<ffcU ^ ^— fiiJ©^IHiR bfe^fc, EcoRI- 

Notl-BamHI adaptor (^mMftM) u-~>t/Vfc 0 ^-£pCH0I 

t^^bfco £<b£* pCHOlODHFRSe^^^^^^^^b, HEF-VH-g r 1 

(Sato KS, Mol. Immunol. 1994;31:371-381) ©NeomycinimMfe^fgJM&^r 
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hGPC3«te^fg3i^^-<i:60£t LOSuperFect (QIAGEN^fcSS) ^ 

fco C0 2 -< >*n.^-^- (5%C0 2 ) •V2mm%m&. mm&Q. 5mg/mL<D 
Geneticin (Invitrogen%t$Sl) &«fctflO% FBS (GIBCO BRL*fc«) £#tTaMEM 
(GIBCO BRLftgD £J3^T, j§&£rl!£6Lfco # ^tlfcGenet icinW143 n ~ — 

>^pj^bb, trLGPC3trC#:^ffl^fc^XX^>> r n>y MCcfcOrfeSk hGPC30f§ 

mmm 6 t h^MLE&^PBMc^js v^adcc?£'I£<£>&'J^ 

(1) th?mmm<Dmm 

^A^D'sa'U >jjnMLUfc^*IifiL£, PBS(-)i?2^fc^b, Ficoll-Paou 
e™PLUS (Amersham Pharmacia Biotech AB) ^migb^o ^tl^:3t^ (500x g% 30 

#p B i, 20*0 u&m. mmmmft-e&z^mm&ft&isfco 3®*sfct§^ 10% fbs 

/RPMI«^U M h?mm%LhL>fr 0 

(2) mmmmomm: 

1.0%FBS/RPMI1640^ifeT^«b^HepG2«ffl^^, MJ :/->>-EDTA(Invitrogen C 
orp) Zm^T^J yz/3.fr<Z>mmis, 96^7o:;VU^^yi/— h (Falcon) <£>#^:c 
)l\zlXlQ i MM/Vx.)\/~T:ft&V, 2B^ig^UfCo 5. 55MBq©Chromium- 

51£fln;U 5%^m^X-T >^rL^-^*37 c CllltFigi£*L. £ ©&BJfe£ig*lilT ltel 
ifc^U 50ML©10XFBS/RPMI1640itife^jra^.^K)^^^bfco 

(3) ^nAM£f» (ADCCfefi) 

mz, thPBMC^lOO/xL ( 5 X10 5 mM/Vx.)l>) ^jd^., s%m.m.-H 

a.^-^^divAmmmmv. mmm. y°u-h^m^mv, ^±«iooml 
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#IW^nAl^$ (%) = (A-C) x 100/ (B-C) 

(Nonidet P-40, Code No. 252-23 , ^ t> 7 *r * & tfc5£#*h) * 100 wL, 
1 OXFBS/RPMI & 50 tfLSsiD VTaV x.)]/\z£>tf ZfoMfefe (cpm) Ctt 
81 ft iM 1 OXFBS/RPMI J&ife & 150 u imw VfeVx-Mztetf Z> %tttfe'& (cpm) <D 
TO-fii^^-ro RlfctttriplicatefcTfr^ ADCCiSte (X) fcOHTT^ttRtf 

#:"r»*ch.M3Clltch.MlE07**ADCCflH4*^bfc©Kl^bT, NsfcaHRKStfleT 
&£ch.M19Bll, ch.M18D04, ch. M5E09, ch. M10D02«® t/u^ADCCiEtefc^ & 

frz\tfrt>, gpc3co c *mttft#ttffi£ jkjs -e * * ^ t $ nfeo 



(1) Human Albumin Veronal Buffer (HAVB) (D^M 

Naci mm. mymmjimftttft) 12.75 g, Na-barbitai mm. mytmm 

II^^#it) 0.5625 g, barbital (#1, SJ3fcttIII*«aS#*t) 0.8625 g£ 
SUQ*^8SF»b200 mLtbfcm. (121*0, 20 4MB ) bfc. 

1/— y^aufelOO mLGDiBS U QzK&iD*., pH7. 43£fitfgbfc 
pH7. 5) o £n£5XVeronal Buffer<hb&„ CaCl 2 -2H 2 0 mm. MiHb^1*:£# 
%fc) 0.2205 g£50 mLS U QzKfci§#bO. 03 mol/L<hb, CaCl 2 ^*& £ b fco 
MgCl 2 -6H 2 0 (#1, MiEik^m^tt:) 1.0165 g£50 nL5 U Q*fc*«*bO. 1 
mol/L£b, m^mmtvrzo 5XVeronal Buffer 100 mL, khM7JI/^^> 

C/5*-h®25%* fc hJfii«y;i/y$>^250 mg/mL, A'^X*-tfc5££M±) 
4 mU CaCl 2 *«2. 5 bL, MgCl 2 ^?S 2.5 mL, KC1 «jEflS^«c^th) 
0.1 g, glucose (D(+)-^^^-X, «f», ?IJft*6£l!8etfc5££ 

tt) 0.5 g£5 U Q7K^^fi?U500 mLiLfc. ^n^HAVBi: bfc„ 
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(2) mmmmvmwk 

^MM4^ftmt£nfzG?cz*Mmm±te^mz^rcmmm^ io^fbs^o. 5m 

g/mL Genet icin (GIBCO) *^iDbfe<-MEM^m ( + ) «*& (GIBCO) XigmV. 

m^mmmmm (invitiogeu corp)£ffl^Txw y^^^mmvx, %vx.)i> 

¥Jg?V- h (Falcon) <D#^x;W;ilX10 4 M/^x;WT#&b, 3HIHJJgtfcb;fc. 

5. 55MBQ(DChromium-51^JO^., WKMUX'C >*a^-^ ^37^ l^W 
ig*b, ^CDiNBBS^HAVBt? 2IUt5fe#U, 50ML<DHAVB?:Jn^-^W^HBSt bfeo 

(3) ^D^ttRittK (CDCS'lf) 

?££50 mI/T^MU *J:KlT15#ffl#«bfc. MV^T, x~)l KlHAVB Id T 
!&&bfc«J^tf*ffi#<Cedarlane) £«g30!M;:&£ <k "5 100 nl~r*DmtaV 

m&vmmmw n e , 5%fft»#;*<>*^-*-+fc37T;T?9o$*M» 

#»>>*-K:T;»S**£te&«!lJ£bfc. T5^c«fc&4#£W#nAjEK*£#&&. 
#^KJ^nAjt» (%) = (A-C) X100/(B-C) 
AteS-tfxJW^tt (cpm) , Btt«»«fi»c2% NP-40zK^^ 

(Nonidet P-40, Code No. 252-23, 7< 100 juL, HAVB 

£50 /iL»»lU)t^x;WK:*W*lS[»igtt (cpm) ©TOffi, C«««J»HII&K:HAVB 

150 AtLSSlnbfc^x^^^ttStti^fl&tt (cpm) <D¥*9flt fc^i". 
triplicatefcTfrt^ CDC«'I4 (%) fc^V*TW*ftt«W***tttbfc. 

6«*©iftGPC3^r^7«i#© , 5'6. C*S»B«tfi 
#:-e & £ ch. M3C 1 1 tch. MlE07?&*CDCi§tt & b fcC^bt, N^OT^trL^T^ 
Sch.M19Bll, ch.M18D04, ch. M5E09, ch. M10D02«V>i*nfcte^CD«£teb>&^$ 
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A^n§, gpc3 nfitmmi&w&ft-iz., mm. ±mm. M\Lmm. mmm. 

ifiL4 I '5I^'fbGPC3«, oJ^MGPC3z3T^>A 0 ^KT^>J6e.n^:^40kDa<D 
S^^ffltfC#:tbT«C5K^^f>t^min:^^ffiVin^ ifiL4 I ©^MGPC3^ 

y 7 s n* n t«i < fcfff liiciit s - i ^mx$> o , -igMfira 
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I. GPCSONffl^^Ffc^-rsfttt. 

9. GPC30DC^y^F^GPC3<D^359#@©T5 /M#>£Sfl580#@©75 
^e>/^^^^HX«^375#@(DT5ym^e»^580#a©T5 7^^e>75:^)^ 

1 0. GPC3©C^^^H^GPC3©H359#g©T5ym^e>m580#@©T5y 
EK#* 6> fc 3 ^ H T? & £ 9 mm<Dffifco 

I I. t;^D-tM#T*s»^8^5 i o ^-?nfr\z^m<D$ifc 0 
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1 3 . nMfiFft^T^^lt^QI 7 e» 1 2 (DVi-rtl^ 1 ^fcfBfcCDfcv&o 
1 4. 8f^7^6 1 3©V^n^l«lcC«©tftflc*'g'trj|||lfi?R*^Bl 0 

1 8. *ffl&J&*ffiJMflST?&£il!:£^l 7fBm©^^o 
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SEQUENCE LISTING 



<110> CHUGAI SEIYAKU KABUSHIKI KAISHA 

<120> An antibody against blood-soluble N terminal peptide or C terminal 
peptide of GPC3 

<130> PH-1875-PCT 

<140> 
<141> 

<150> PCT/JP02/08999 
<151> 2002-09-04 

<160> 24 

<170> Patentln Ver. 2.1 

<210> 1 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 1 

gatatcatgg ccgggaccgt gcgcaccgcg t 31 
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<210> 2 

<211> 31 
<212> DNA 

<213> Artificial Seauence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 2 

gctagctcag tgcaccagga agaagaagca c 31 



<210> 3 
<211> 2300 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (109).. (1851) 
<400> 3 

cagcacgtct cttgctcctc agggccactg ccaggcttgc cgagtcctgg gactgctctc 60 

gctccggctg ccactctccc gcgctctcct agctccctgc gaagcagg atg gcc ggg 117 

Met Ala Gly 
1 
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acc gtg cgc acc gcg tgc ttg gtg gtg gcg atg ctg etc age ttg gac 165 
Thr Val Arg Thr Ala Cys Leu Val Val Ala Met Leu Leu Ser Leu Asp 
5 10 15 

ttc ccg gga cag gcg cag ccc ccg ccg ccg ccg ccg gac gee acc tgt 213 
Phe Pro Gly Gin Ala Gin Pro Pro Pro Pro Pro Pro Asp Ala Thr Cys 
20 25 30 35 

cac caa gtc cgc tec ttc ttc cag aga ctg cag ccc gga etc aag tgg 261 
His Gin Val Arg Ser Phe Phe Gin Arg Leu Gin Pro Gly Leu Lys Trp 

40 45 50 

gtg cca gaa act ccc gtg cca gga tea gat ttg caa gta tgt etc cct 309 
Val Pro Glu Thr Pro Val Pro Gly Ser Asp Leu Gin Val Cys Leu Pro 
55 60 65 

aag ggc cca aca tgc tgc tea aga aag atg gaa gaa aaa tac caa eta 357 
Lys Gly Pro Thr Cys Cys Ser Arg Lys Met Glu Glu Lys Tyr Gin Leu 
70 75 80 

aca gca cga ttg aac atg gaa cag ctg ctt cag tct gca agt atg gag 405 
Thr Ala Arg Leu Asn Met Glu Gin Leu Leu Gin Ser Ala Ser Met Glu 
85 90 95 

etc aag ttc tta att att cag aat get gcg gtt ttc caa gag gec ttt 453 
Leu Lys Phe Leu He He Gin Asn Ala Ala Val Phe Gin Glu Ala Phe 
100 105 110 115 



gaa att gtt gtt cgc cat gee aag aac tac acc aat gee atg ttc aag 
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Glu He Val Val Arg His Ala Lys Asn Tyr Thr Asn Ala Met Phe Lys 
120 125 130 

aac aac tac cca age ctg act cca caa get ttt gag ttt gtg ggt gaa 549 
Asn Asn Tyr Pro Ser Leu Thr Pro Gin Ala Phe Glu Phe Val Gly Glu 
135 140 145 

ttt ttc aca gat gtg tct etc tac ate ttg ggt tct gac ate aat gta 597 
Phe Phe Thr Asp Val Ser Leu Tyr He Leu Gly Ser Asp He Asn Val 
150 155 160 

gat gac atg gtc aat gaa ttg ttt gac age ctg ttt cca gtc ate tat 645 
Asp Asp Met Val Asn Glu Leu Phe Asp Ser Leu Phe Pro Val He Tyr 
165 170 175 

ace cag eta atg aac cca ggc ctg-cct gat tea gee ttg gac ate aat 693 
Thr Gin Leu Met Asn Pro Gly Leu Pro Asp Ser Ala Leu Asp He Asn 
180 185 190 195 

gag tgc etc cga gga gca aga cgt gac ctg aaa gta ttt ggg aat ttc 741 
Glu Cys Leu Arg Gly Ala Arg Arg Asp Leu Lys Val Phe Gly Asn Phe 
200 205 210 



ccc aag ctt att atg ace cag gtt tec aag tea ctg caa gtc act agg 
Pro Lys Leu He Met Thr Gin Val Ser Lys Ser Leu Gin Val Thr Arg 
215 220 225 



789 



ate ttc ctt cag get ctg aat ctt gga att gaa gtg ate aac aca act 
He Phe Leu Gin Ala Leu Asn Leu Gly He Glu Val He Asn Thr Thr 
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230 235 240 



gat cac ctg aag ttc agt aag gac tgt ggc cga atg etc acc aga atg 885 
Asp His Leu Lys Phe Ser Lys Asp Cys Gly Arg Met Leu Thr Arg Met 
245 250 255 



tgg tac tgc tct tac tgc cag gga ctg atg atg gtt aaa ccc tgt ggc 933 
Trp Tyr Cys Ser Tyr Cys Gin Gly Leu Met Met Val Lys Pro Cys Gly 
260 265 270 275 



ggt tac tgc aat gtg gtc atg caa ggc tgt atg gca ggt gtg gtg gag 981 
Gly Tyr Cys Asn Val Val Met Gin Gly Cys Met Ala Gly Val Val Glu 
280 285 290 



att gac aag tac tgg aga gaa tac att ctg tec ctt gaa gaa ctt gtg 1029 
He Asp Lys Tyr Trp Arg Glu Tyr lie Leu Ser Leu Glu Glu Leu Val 
295 300 305 



aat ggc atg tac aga ate tat gac atg gag aac gta ctg ctt ggt etc 1077 

Asn Gly Met Tyr Arg lie Tyr Asp Met Glu Asn Val Leu Leu Gly Leu 
310 315 320 

ttt tea aca ate cat gat tct ate cag tat gtc cag aag aat gca gga 1125 

Phe Ser Thr He His Asp Ser He Gin Tyr Val Gin Lys Asn Ala Gly 

325 330 335 



aag ctg acc acc act att ggc aag tta tgt gee cat tct caa caa cgc 1173 

Lys Leu Thr Thr Thr He Gly Lys Leu Cys Ala His Ser Gin Gin Arg 
340 345 350 355 
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caa tat aga tct get tat tat cct gaa gat etc ttt att gac aag aaa 1221 
Gin Tyr Arg Ser Ala Tyr Tyr Pro Glu Asp Leu Phe He Asp Lys Lys 
360 365 370 

gta tta aaa gtt get cat gta gaa cat gaa gaa ace tta tec age cga 1269 
Val Leu Lys Val Ala His Val Glu His Glu Glu Thr Leu Ser Ser Arg 
375 380 385 

aga agg gaa eta att cag aag ttg aag tct ttc ate age ttc tat agt 1317 
Arg Arg Glu Leu He Gin Lys Leu Lys Ser Phe He Ser Phe Tyr Ser 
390 395 400 

get ttg cct ggc tac ate tgc age cat age cct gtg gcg gaa aac gac 1365 
Ala Leu Pro Gly Tyr He Cys Ser His Ser Pro Val Ala Glu Asn Asp 
405 410 415 

acc ctt tgc tgg aat gga caa gaa etc gtg gag aga tac age caa aag 1413 
Thr Leu Cys Trp Asn Gly Gin Glu Leu Val Glu Arg Tyr Ser Gin Lys 
420 425 430 435 

gca gca agg aat gga atg aaa aac cag ttc aat etc cat gag ctg aaa 1461 
Ala Ala Arg Asn Gly Met Lys Asn Gin Phe Asn Leu His Glu Leu Lys 
440 445 450 

atg aag ggc cct gag cca gtg gtc agt caa att att gac aaa ctg aag 1509 
Met Lys Gly Pro Glu Pro Val Val Ser Gin He He Asp Lys Leu Lys 
455 460 465 
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cac att aac cag etc ctg aga acc atg tct atg ccc aaa ggt aga gtt 1557 
His He Asn Gin Leu Leu Arg Thr Met Ser Met Pro Lys Gly Arg Yal 
470 475 480 

ctg gat aaa aac ctg gat gag gaa ggg ttt gaa agt gga gac tgc ggt 1605 
Leu Asp Lys Asn Leu Asp Glu Glu Gly Phe Glu Ser Gly Asp Cys Gly 
485 490 495 

gat gat gaa gat gag tgc att gga ggc tct ggt gat gga atg ata aaa 1653 
Asp Asp Glu Asp Glu Cys He Gly Gly Ser Gly Asp Gly Met He Lys 
500 505 510 515 

gtg aag aat cag etc cgc ttc ctt gca gaa ctg gec tat gat ctg gat 1701 
Val Lys Asn Gin Leu Arg Phe Leu Ala Glu Leu Ala Tyr Asp Leu Asp 
520 525 530 

gtg gat gat gcg cct gga aac agt cag cag gca act ccg aag gac aac 1749 
Val Asp Asp Ala Pro Gly Asn Ser Gin Gin Ala Thr Pro Lys Asp Asn 
535 540 545 

gag ata age acc ttt cac aac etc ggg aac gtt cat tec ccg ctg aag 1797 
Glu He Ser Thr Phe His Asn Leu Gly Asn Val His Ser Pro Leu Lys 
550 555 560 

ctt etc acc age atg gec ate teg gtg gtg tgc ttc ttc ttc ctg gtg 1845 
Leu Leu Thr Ser Met Ala He Ser Val Val Cys Phe Phe Phe Leu Val 
565 570 575 



cac tga ctgcctggtg cccagcacat gtgctgccct acagcaccct gtggtcttcc 
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His 
580 

tcgataaagg gaaccacttt cttatttttt tctatttttt tttttttgtt atcctgtata 1961 
cctcctccag ccatgaagta gaggactaac catgtgttat gttttcgaaa atcaaatggt 2021 
atcttttgga ggaagataca ttttagtggt agcatataga ttgtcctttt gcaaagaaag 2081 
aaaaaaaacc atcaagttgt gccaaattat tctcctatgt ttggctgcta gaacatggtt 2141 
accatgtctt tctctctcac tccctccctt tctatcgttc tctctttgca tggatttctt 2201 
tgaaaaaaaa taaattgctc aaataaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 2261 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaa 2300 



<210> 4 
<211> 580 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Ala Gly Thr Val Arg Thr Ala Cys Leu Val Val Ala Met Leu Leu 

1 5 10 15 

Ser Leu Asp Phe Pro Gly Gin Ala Gin Pro Pro Pro Pro Pro Pro Asp 

20 25 30 

Ala Thr Cys His Gin Val Arg Ser Phe Phe Gin Arg Leu Gin Pro Gly 
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35 40 45 

Leu Lys Trp Val Pro Glu Thr Pro Val Pro Gly Ser Asp Leu Gin Val 

50 55 60 

Cys Leu Pro Lys Gly Pro Thr Cys Cys Ser Arg Lys Met Glu Glu Lys 
65 70 75 80 

Tyr Gin Leu Thr Ala Arg Leu Asn Met Glu Gin Leu Leu Gin Ser Ala 

85 90 95 

Ser Met Glu Leu Lys Phe Leu lie He Gin Asn Ala Ala Val Phe Gin 

100 105 110 

Glu Ala Phe Glu lie Val Val Arg His Ala Lys Asn Tyr Thr Asn Ala 

115 120 125 

Met Phe Lys Asn Asn Tyr Pro Ser Leu Thr Pro Gin Ala Phe Glu Phe 

130 135 140 

Val Gly Glu Phe Phe Thr Asp Val Ser Leu Tyr He Leu Gly Ser Asp 
145 150 155 160 

He Asn Val Asp Asp Met Val Asn Glu Leu Phe Asp Ser Leu Phe Pro 

165 170 175 

Val He Tyr Thr Gin Leu Met Asn Pro Gly Leu Pro Asp Ser Ala Leu 

180 185 190 

Asp He Asn Glu Cys Leu Arg Gly Ala Arg Arg Asp Leu Lys Val Phe 

195 200 205 

Gly Asn Phe Pro Lys Leu He Met Thr Gin Val Ser Lys Ser Leu Gin 

210 215 220 

Val Thr Arg He Phe Leu Gin Ala Leu Asn Leu Gly He Glu Val He 
225 230 235 240 

Asn Thr Thr Asp His Leu Lys Phe Ser Lys Asp Cys Gly Arg Met Leu 

245 250 255 

Thr Arg Met Trp Tyr Cys Ser Tyr Cys Gin Gly Leu Met Met Val Lys 
260 265 270 
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Pro Cys Gly Gly Tyr Cys Asn Val Val Met Gin Gly Cys Met Ala Gly 

275 280 285 

Val Val Glu He Asp Lys Tyr Trp Arg Glu Tyr lie Leu Ser Leu Glu 

290 295 300 

Glu Leu Val Asn Gly Met Tyr Arg lie Tyr Asp Met Glu Asn Val Leu 
305 310 315 320 

Leu Gly Leu Phe Ser Thr lie His Asp Ser He Gin Tyr Val Gin Lys 

325 330 335 

Asn Ala Gly Lys Leu Thr Thr Thr He Gly Lys Leu Cys Ala His Ser 

340 345 350 

Gin Gin Arg Gin Tyr Arg Ser Ala Tyr Tyr Pro Glu Asp Leu Phe lie 

355 360 365 

Asp Lys Lys Val Leu Lys Val Ala His Val Glu His Glu Glu Thr Leu 

370 375 380 

Ser Ser Arg Arg Arg Glu Leu He Gin Lys Leu Lys Ser Phe He Ser 
385 390 395 400 

Phe Tyr Ser Ala Leu Pro Gly Tyr He Cys Ser His Ser Pro Val Ala 

405 410 415 

Glu Asn Asp Thr Leu Cys Trp Asn Gly Gin Glu Leu Val Glu Arg Tyr 

420 425 430 

Ser Gin Lys Ala Ala Arg Asn Gly Met Lys Asn Gin Phe Asn Leu His 

435 440 445 

Glu Leu Lys Met Lys Gly Pro Glu Pro Val Val Ser Gin He He Asp 

450 455 460 

Lys Leu Lys His He Asn Gin Leu Leu Arg Thr Met Ser Met Pro Lys 
465 470 475 480 

Gly Arg Val Leu Asp Lys Asn Leu Asp Glu Glu Gly Phe Glu Ser Gly 

485 490 495 

Asp Cys Gly Asp Asp Glu Asp Glu Cys He Gly Gly Ser Gly Asp Gly 
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500 505 510 

Met He Lys Val Lys Asn Gin Leu Arg Phe Leu Ala Glu Leu Ala Tyr 

515 520 525 

Asp Leu Asp Val Asp Asp Ala Pro Gly Asn Ser Gin Gin Ala Thr Pro 

530 535 540 

Lys Asp Asn Glu He Ser Thr Phe His Asn Leu Gly Asn Val His Ser 
545 550 555 560 

Pro Leu Lys Leu Leu Thr Ser Met Ala He Ser Val Val Cys Phe Phe 
565 570 575 

Phe Leu Val His 
580 



<210> 5 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 5 

atagaattcc accatggccg ggaccgtgcg c 31 



<210> 6 
<211> 31 
<212> DNA 
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<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 6 

ataggatccc ttcagcgggg aatgaacgtt c 31 

<210> 7 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 7 

gggccagtgg atagacagat g 21 



<210> 8 
<211> 23 
<212> DNA 

<213> Artificial Seauence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
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<400> 8 



gctcactgga tggtgggaag atg 



23 



<210> 9 
<211> 1392 
<212> DNA 

<213> Artificial Sequence 

<220> 

<221> CDS 

<222> (1).. (1389) 

<220> 

<223> Description of Artificial Seauence: Mouse-human 
chimeric antibody (M3C11 H chain) 

<400> 9 

atg aac ttc ggg etc acc ttg att ttc ctt gtc ctt act tta aaa ggt 48 

Met Asn Phe Gly Leu Thr Leu He Phe Leu Val Leu Thr Leu Lys Gly 
15 10 15 

gtc cag tgt gag gtg caa ctg gtg gag tct ggg gga ggc tta gtg aag 96 
Val Gin Cys Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Lys 
20 25 30 

cct gga gga tec ctg aaa etc tec tgt gca gec tct gga ttc act ttc 144 
Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe 
35 40 45 
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agt cgc tat gcc atg tct tgg gtt cgc cag att cca gag aag ata ctg 192 
Ser Arg Tyr Ala Met Ser Trp Val Arg Gin He Pro Glu Lys He Leu 
50 55 60 

gag tgg gtc gca gcc att gat agt agt ggt ggt gac acc tac tat tta 240 
Glu Trp Val Ala Ala He Asp Ser Ser Gly Gly Asp Thr Tyr Tyr Leu 
65 70 75 80 

gac act gtg aag gac cga ttc acc ate tec aga gac aat gcc aat aat 288 
Asp Thr Val Lys Asp Arg Phe Thr He Ser Arg Asp Asn Ala Asn Asn 

85 90 95 

acc ctg cac ctg caa atg cgc agt ctg agg tct gag gac aca gcc ttg 336 
Thr Leu His Leu Gin Met Arg Ser Leu Arg Ser Glu Asp Thr Ala Leu 
100 105 110 

tat tac tgt gta aga cag ggg ggg get tac tgg ggc caa ggg act ctg 384 
Tyr Tyr Cys Val Arg Gin Gly Gly Ala Tyr Trp Gly Gin Gly Thr Leu 
115 120 125 

gtc act gtc tct gca get age acc aag ggc cca teg gtc ttc ccc ctg 432 
Val Thr Val Ser Ala Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 
130 135 140 

gca ccc tec tec aag age acc tct ggg ggc aca gcg gcc ctg ggc tgc 480 
Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
145 150 155 160 
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ctg gtc aag gac tac ttc ccc gaa ccg gtg acg gtg teg tgg aac tea 528 
Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 
165 170 175 

ggc gee ctg ace age ggc gtg cac ace ttc ccg get gtc eta cag tec 576 
Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 
180 185 190 

tea gga etc tac tec etc age age gtg gtg ace gtg ccc tec age age 624 
Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
195 200 205 

ttg ggc ace cag ace tac ate tgc aac gtg aat cac aag ccc age aac 672 
Leu Gly Thr Gin Thr Tyr He Cys Asn Val Asn His Lys Pro Ser Asn 
210 215 220 

ace aag gtg gac aag aaa gtt gag ccc aaa tct tgt gac aaa act cac 720 
Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His 
225 230 235 240 

aca tgc cca ccg tgc cca gca cct gaa etc ctg ggg gga ccg tea gtc 768 
Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val 
245 250 255 



ttc etc ttc ccc cca aaa ccc aag gac acc etc atg ate tec egg acc 
Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met He Ser Arg Thr 
260 265 270 



816 



cct gag gtc aca tgc gtg gtg gtg gac gtg age cac gaa gac cct gag 864 
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Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu 
275 280 285 

gtc aag ttc aac tgg tac gtg gac ggc gtg gag gtg cat aat gcc aag 912 
Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys 
290 295 300 

aca aag ccg egg gag gag cag tac aac age acg tac cgt gtg gtc age 960 
Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val Val Ser 
305 310 315 320 

gtc etc ace gtc ctg cac cag gac tgg ctg aat ggc aag gag tac aag 1008 
Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys 
325 330 335 

tgc aag gtc tec aac aaa gcc etc cca gcc ccc ate gag aaa acc ate 1056 
Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro He Glu Lys Thr He 
340 345 350 

tec aaa gcc aaa ggg cag ccc cga gaa cca cag gtg tac acc ctg ccc 1104 
Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro 
355 360 365 

cca tec egg gat gag ctg acc aag aac cag gtc age ctg acc tgc ctg 1152 
Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr Cys Leu 
370 375 380 



gtc aaa ggc ttc tat ccc age gac ate gcc gtg gag tgg gag age aat 
Val Lys Gly Phe Tyr Pro Ser Asp He Ala Val Glu Trp Glu Ser Asn 
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385 390 395 400 

ggg cag ccg gag aac aac tac aag acc acg cct ccc gtg ctg gac tec 1248 

Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser 
405 410 415 

gac ggc tec ttc ttc etc tac age aag etc acc gtg gac aag age agg 1296 

Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg 
420 425 430 

tgg cag cag ggg aac gtc ttc tea tgc tec gtg atg cat gag get ctg 1344 

Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu 
435 440 445 

cac aac cac tac acg cag aag age etc tec ctg tct ccg ggt aaa tga 1392 

His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro Gly Lys 
450 455 460 



<210> 10 
<211> 463 
<212> PRT 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: Mouse-human 
chimeric antibody (M3C11 H chain) 

<400> 10 

Met Asn Phe Gly Leu Thr Leu He Phe Leu Val Leu Thr Leu Lys Gly 
15 10 15 
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Val Gin Cys Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Lys 
20 25 30 

Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe 
35 40 45 

Ser Arg Tyr Ala Met Ser Trp Val Arg Gin He Pro Glu Lys He Leu 
50 55 60 

Glu Trp Val Ala Ala He Asp Ser Ser Gly Gly Asp Thr Tyr Tyr Leu 
65 70 75 80 

Asp Thr Val Lys Asp Arg Phe Thr He Ser Arg Asp Asn Ala Asn Asn 

85 90 95 

Thr Leu His Leu Gin Met Arg Ser Leu Arg Ser Glu Asp Thr Ala Leu 
100 105 110 

Tyr Tyr Cys Val Arg Gin Gly Gly Ala Tyr Trp Gly Gin Gly Thr Leu 
115 120 125 

Val Thr Val Ser Ala Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 
130 135 140 



Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
145 150 155 160 



Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 
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165 170 175 

Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 
180 185 190 

Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
195 200 205 

Leu Gly Thr Gin Thr Tyr He Cys Asn Val Asn His Lys Pro Ser Asn 
210 215 220 

Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His 
225 230 235 240 

Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val 
245 250 255 

Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met He Ser Arg Thr 
260 265 270 

Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu 
275 280 285 

Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys 
290 295 300 

Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val Val Ser 
305 310 315 320 
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Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys 
325 330 335 

Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro He Glu Lys Thr He 
340 345 350 

Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro 
355 360 365 

Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr Cys Leu 
370 375 380 

Val Lys Gly Phe Tyr Pro Ser Asp He Ala Val Glu Trp Glu Ser Asn 
385 390 395 400 

Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser 
405 410 415 

Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg 
420 425 430 

Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu 
435 440 445 

His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro Gly Lys 
450 455 460 
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<210> II 

<211> 1413 
<212> DNA 

<213> Artificial Sequence 

<220> 

<221> CDS 

<222> (1).. (1410) 

<220> 

<223> Description of Artificial Sequence: Mouse-human 
chimeric antibody (M1E07 H chain) 

<400> 11 

atg gga tgg aac tgg ate ttt att tta ate ctg tea gta act aca ggt 48 

Met Gly Trp Asn Trp lie Phe He Leu He Leu Ser Val Thr Thr Gly 
15 10 15 

gtc cac tct gag gtc cag ctg cag cag tct gga cct gag ctg gtg aag 96 
Val His Ser Glu Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys 
20 25 30 

cct ggg get tea gtg aag ata tec tgc aag get tct ggt tac tea ttc 144 
Pro Gly Ala Ser Val Lys He Ser Cys Lys Ala Ser Gly Tyr Ser Phe 
35 40 45 

act ggc tac tac atg cac tgg gtg aag caa agt cct gaa aag age ctt 192 
Thr Gly Tyr Tyr Met His Trp Val Lys Gin Ser Pro Glu Lys Ser Leu 
50 55 60 
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gag tgg att gga gag att aat cct age act ggt ggt act acc tac aac 240 
Glu Trp He Gly Glu He Asn Pro Ser Thr Gly Gly Thr Thr Tyr Asn 
65 70 75 80 

cag aag ttc aag gec aag gec aca ttg act gta gac aaa tec tec age 288 
Gin Lys Phe Lys Ala Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser 

85 90 95 

aca gec tac atg cag etc aag age ctg aca tct gag gac tct gca gtc 336 
Thr Ala Tyr Met Gin Leu Lys Ser Leu Thr Ser Glu Asp Ser Ala Val 
100 105 110 

tat tac tgt gca agg agg ggc gga tta act ggg acg age ttc ttt get 384 
Tyr Tyr Cys Ala Arg Arg Gly Gly Leu Thr Gly Thr Ser Phe Phe Ala 
115 120 125 

tac tgg ggc caa ggg act ctg gtc act gtc tct gca get age acc aag 432 
Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ala Ala Ser Thr Lys 
130 135 140 

ggc cca teg gtc ttc ccc ctg gca ccc tec tec aag age acc tct ggg 480 
Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly 
145 150 155 160 

ggc aca gcg gec ctg ggc tgc ctg gtc aag gac tac ttc ccc gaa ccg 528 
Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro 
165 170 175 
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gtg acg gtg teg tgg aac tea ggc gee ctg ace age ggc gtg cac ace 576 

Val Thr Yal Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr 
180 185 190 

ttc ccg get gtc eta cag tec tea gga etc tac tec etc age age gtg 624 

Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val 
195 200 205 



gtg ace gtg ccc tec age age ttg ggc acc cag acc tac ate tgc aac 672 
Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr He Cys Asn 
210 215 220 

gtg aat cac aag ccc age aac acc aag gtg gac aag aaa gtt gag ccc 720 
Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro 
225 230 235 240 

aaa tct tgt gac aaa act cac aca tgc cca ccg tgc cca gca cct gaa 768 
Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu 
245 250 255 

etc ctg ggg gga ccg tea gtc ttc etc ttc ccc cca aaa ccc aag gac 816 
Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp 
260 265 270 

acc etc atg ate tec egg acc cct gag gtc aca tgc gtg gtg gtg gac 864 
Thr Leu Met He Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp 
275 280 285 



gtg age cac gaa gac cct gag gtc aag ttc aac tgg tac gtg gac ggc 
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Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly 

290 295 300 

gtg gag gtg cat aat gcc aag aca aag ccg egg gag gag cag tac aac 960 

Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn 
305 310 315 320 

age acg tac cgt gtg gtc age gtc etc ace gtc ctg cac cag gac tgg 1008 

Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp 
325 330 335 

ctg aat ggc aag gag tac aag tgc aag gtc tec aac aaa gcc etc cca 1056 

Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro 
340 345 350 

gcc ccc ate gag aaa acc ate tec aaa gcc aaa ggg cag ccc cga gaa 1104 

Ala Pro He Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu 
355 360 365 

cca cag gtg tac acc ctg ccc cca tec egg gat gag ctg acc aag aac 1152 

Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn 

370 375 380 

cag gtc age ctg acc tgc ctg gtc aaa ggc ttc tat ccc age gac ate 1200 

Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp He 
385 390 395 400 

gcc gtg gag tgg gag age aat ggg cag ccg gag aac aac tac aag acc 1248 

Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr 
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acg cct ccc gtg ctg gac tec gac ggc tec ttc ttc etc tac age aag 1296 

Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys 

420 425 430 

etc ace gtg gac aag age agg tgg cag cag ggg aac gtc ttc tea tgc 1344 

Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys 

435 440 445 

tec gtg atg cat gag get ctg cac aac cac tac acg cag aag age etc 1392 

Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu 

450 455 460 



tec ctg tct ccg ggt aaa tga 
Ser Leu Ser Pro Gly Lys 
465 470 



1413 



<210> 12 
<211> 470 
<212> PRT 

<213> Artificial Seauence 

<223> Description of Artificial Seauence: Mouse-human 
chimeric antibody (M1E07 H chain) 

<400> 12 

Met Gly Trp Asn Trp He Phe He Leu lie Leu Ser Val Thr Thr Gly 
15 10 15 
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Val His Ser Glu Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys 
20 25 30 

Pro Gly Ala Ser Val Lys He Ser Cys Lys Ala Ser Gly Tyr Ser Phe 
35 40 45 

Thr Gly Tyr Tyr Met His Trp Val Lys Gin Ser Pro Glu Lys Ser Leu 
50 55 60 

Glu Trp He Gly Glu He Asn Pro Ser Thr Gly Gly Thr Thr Tyr Asn 
65 70 75 80 

Gin Lys Phe Lys Ala Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser 

85 90 95 

Thr Ala Tyr Met Gin Leu Lys Ser Leu Thr Ser Glu Asp Ser Ala Val 
100 105 110 

Tyr Tyr Cys Ala Arg Arg Gly Gly Leu Thr Gly Thr Ser Phe Phe Ala 
115 120 125 

Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ala Ala Ser Thr Lys 
130 135 140 

Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly 
145 150 155 160 

Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro 
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Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr 
180 185 190 

Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val 
195 200 205 

Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr He Cys Asn 
210 215 220 

Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro 
225 230 235 240 

Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu 
245 250 255 

Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp 
260 265 270 

Thr Leu Met He Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp 
275 280 285 

Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly 
290 295 300 

Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn 
305 310 315 320 
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Ser Thr Tyr Arg Val Yal Ser Val Leu Thr Val Leu His Gin Asp Trp 
325 330 335 . 



Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro 
340 345 350 

Ala Pro He Glu Lys Thr He Ser Lys Ala Lys Gly Gin Pro Arg Glu 
355 360 365 

Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn 
370 375 380 



Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp He 
385 390 395 400 

Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr 
405 410 415 

Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys 
420 425 430 

Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys 
435 440 445 

Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu 
450 455 460 



Ser Leu Ser Pro Gly Lys 
465 470 
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<210> 13 
<211> 1416 
<212> DNA 

<213> Artificial Seauence 

<220> 

<221> CDS 

<222> (1).. (1413) 

<220> 

<223> Description of Artificial Sequence: Mouse-human 
chimeric antibody (M19B11 H chain) 

<400> 13 

atg aac ttc ggg etc acc ttg att ttc etc gtc ctt act tta aaa ggt 48 

Met Asn Phe Gly Leu Thr Leu He Phe Leu Val Leu Thr Leu Lys Gly 

15 10 15 

gtc cag tgt gag gtg cag ctg gtg gag tct ggg gga gac tta gtg aag 96 
Val Gin Cys Glu Val Gin Leu Val Glu Ser Gly Gly Asp Leu Val- Lys 
20 25 30 

cct gga ggg acc ctg aaa etc tec tgt gca gec tct gga tec act ttc 144 
Pro Gly Gly Thr Leu Lys Leu Ser Cys Ala Ala Ser Gly Ser Thr Phe 
35 40 45 
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agt aac tat gcc atg tct tgg gtt cgc cag act cca gag aag agg ctg 192 

Ser Asn Tyr Ala Met Ser Trp Val Arg Gin Thr Pro Glu Lys Arg Leu 

50 55 60 



gag tgg gtc gca gcc att gat agt aat gga ggt acc acc tac tat cca 240 
Glu Trp Val Ala Ala He Asp Ser Asn Gly Gly Thr Thr Tyr Tyr Pro 
65 70 75 80 

gac act atg aag gac cga ttc acc att tec aga gac aat gcc aag aac 288 
Asp Thr Met Lys Asp Arg Phe. Thr lie Ser Arg Asp Asn Ala Lys Asn 

85 90 95 

acc ctg tac ctg caa atg aac agt ctg agg tct gaa gac aca gcc ttt 336 
Thr Leu Tyr Leu Gin Met Asn Ser Leu Arg Ser Glu Asp Thr Ala Phe 
100 105 110 

tat cac tgt aca aga cat aat gga ggg tat gaa aac tac ggc tgg ttt 384 
Tyr His Cys Thr Arg His Asn Gly Gly Tyr Glu Asn Tyr Gly Trp Phe 
115 120 125 

get tac tgg ggc caa ggg act ctg gtc act gtc tct gca get age acc 432 
Ala Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ala Ala Ser Thr 
130 135 140 

aag ggc cca teg gtc ttc ccc ctg gca ccc tec tec aag age acc tct 480 
Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser 
145 150 155 160 



ggg ggc aca gcg gcc ctg ggc tgc ctg gtc aag gac tac ttc ccc gaa 
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Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu 
165 170 175 



ccg gtg acg gtg teg tgg aac tea ggc gee ctg ace age ggc gtg cac 576 
Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His 
180 185 190 

ace ttc ccg get gtc eta cag tec tea gga etc tac tec etc age age 624 
Thr Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser 
195 200 205 

gtg gtg ace gtg ccc tec age age ttg ggc acc cag acc tac ate tgc 672 
Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr He Cys 
210 215 220 

aac gtg aat cac aag ccc age aac acc aag gtg gac aag aaa gtt gag 720 
Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu 
225 230 235 240 

ccc aaa tct tgt gac aaa act cac aca tgc cca ccg tgc cca gca cct 768 
Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro 
245 250 255 

gaa etc ctg ggg gga ccg tea gtc ttc etc ttc ccc cca aaa ccc aag 816 
Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys 
260 265 270 



gac acc etc atg ate tec egg acc cct gag gtc aca tgc gtg gtg gtg 
Asp Thr Leu Met He Ser Arg Thr Pro Glu Val Thr Cys Val Val Val 
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275 280 285 

gac gtg age cac gaa gac cct gag gtc aag ttc aac tgg tac gtg gac 912 
Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp 
290 295 300 

ggc gtg gag gtg cat aat gec aag aca aag ccg egg gag gag cag tac 960 
Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr 
305 310 315 320 

aac age acg tac cgt gtg gtc age gtc etc ace gtc ctg cac cag gac 1008 
Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp 
325 330 335 

tgg ctg aat ggc aag gag tac aag tgc aag gtc tec aac aaa gee etc 1056 
Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu 
340 345 350 

cca gee ccc ate gag aaa ace ate tec aaa gee aaa ggg cag ccc cga 1104 
Pro Ala Pro He Glu Lys Thr He Ser Lys Ala Lys Gly Gin Pro Arg 
355 360 365 

gaa cca cag gtg tac ace ctg ccc cca tec egg gat gag ctg ace aag 1152 
Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys 
370 375 380 

aac cag gtc age ctg ace tgc ctg gtc aaa ggc ttc tat ccc age gac 1200 
Asn Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp 
385 390 395 400 
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ate gec gtg gag tgg gag age aat ggg cag ccg gag aac aac tac aag 1248 
He Ala Val Glu Trp Giu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys 
405 410 415 

ace acg cct ccc gtg ctg gac tec gac ggc tec ttc ttc etc tac age 1296 
Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser 
420 425 430 

aag etc ace gtg gac aag age agg tgg cag cag ggg aac gtc ttc tea 1344 
Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser 
435 440 445 

tgc tec gtg atg cat gag get ctg cac aac cac tac acg cag aag age 1392 
Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser 
450 455 460 

etc tec ctg tct ccg ggt aaa tga 1416 
Leu Ser Leu Ser Pro Gly Lys 
465 470 



<210> 14 
<211> 471 
<212> PRT 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: Mouse-human 
chimeric antibody (M19B11 H chain) 
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<400> 14 

Met Asn Phe Gly Leu Thr Leu He Phe Leu Val Leu Thr Leu Lys Gly 
15 10 15 

Val Gin Cys Glu Val Gin Leu Val Glu Ser Gly Gly Asp Leu Val Lys 
20 25 30 

Pro Gly Gly Thr Leu Lys Leu Ser Cys Ala Ala Ser Gly Ser Thr Phe 
35 40 45 

Ser Asn Tyr Ala Met Ser Trp Val Arg Gin Thr Pro Glu Lys Arg Leu 
50 55 60 

Glu Trp Val Ala Ala He Asp Ser Asn Gly Gly Thr Thr Tyr Tyr Pro 
65 70 75 80 

Asp Thr Met Lys Asp Arg Phe Thr He Ser Arg Asp Asn Ala Lys Asn 

85 90 95 

Thr Leu Tyr Leu Gin Met Asn Ser Leu Arg Ser Glu Asp Thr Ala Phe 
100 105 110 

Tyr His Cys Thr Arg His Asn Gly Gly Tyr Glu Asn Tyr Gly Trp Phe 
115 120 125 

Ala Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ala Ala Ser Thr 
130 135 140 



Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser 
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145 150 155 160 



Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu 
165 170 175 

Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His 
180 185 190 

Thr Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser 
195 200 205 

Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr He Cys 
210 215 220 

Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu 
225 230 235 240 

Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro 
245 250 255 

Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys 
260 265 270 

Asp Thr Leu Met He Ser Arg Thr Pro Glu Val Thr Cys Val Val Val 
275 280 285 

Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp 
290 295 300 
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Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr 
305 310 315 320 

Asn Ser Thr Tyr Arg Yal Val Ser Val Leu Thr Val Leu His Gin Asp 
325 330 335 

Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu 
340 345 350 

Pro Ala Pro He Glu Lys Thr He Ser Lys Ala Lys Gly Gin Pro Arg 
355 360 365 

Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys 
370 375 380 

Asn Gin Val Ser Leu Thr- Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp 
385 390 395 400 

lie Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys 
405 410 415 

Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser 
420 425 430 

Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser 
435 440 445 



Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser 
450 455 460 
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Leu Ser Leu Ser Pro Gly Lys 
465 470 
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<210> 15 

<211> 1413 
<212> DNA 

<213> Artificial Sequence 

<220> 

<221> CDS 

<222> (1).. (1410) 

<220> 

<223> Description of Artificial Seauence: Mouse-human 
chimeric antibody (M18D04 H chain) 

<400> 15 

atg gaa tct aac tgg ata ctt cct ttt att ctg teg gta get tea ggg 48 
Met Glu Ser Asn Trp lie Leu Pro Phe lie Leu Ser Val Ala Ser Gly 
15 10 15 

gtc tac tea gag gtt cag etc cag cag tct ggg act gtg ctg gca agg 96 
Val Tyr Ser Glu Val Gin Leu Gin Gin Ser Gly Thr Val Leu Ala Arg 
20 25 30 



cct ggg get tea gtg aag atg tec tgc aag get tct ggc tac acc ttt 144 
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Pro Gly Ala Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe 
35 40 45 

act ggc tac tgg atg cgc tgg gta aaa cag agg cct gga cag ggt ctg 192 
Thr Gly Tyr Trp Met Arg Trp Val Lys Gin Arg Pro Gly Gin Gly Leu 
50 . 55 60 

gaa tgg att ggc get att tat cct gga aat agt gat aca aca tac aac 240 
Glu Trp He Gly Ala He Tyr Pro Gly Asn Ser Asp Thr Thr Tyr Asn 
65 70 75 80 

cag aag ttc aag ggc aag gec aaa ctg act gca gtc aca tct gtc age 288 
Gin Lys Phe Lys Gly Lys Ala Lys Leu Thr Ala Val Thr Ser Val Ser 

85 90 95 

act gec tac atg gaa etc age age ctg aca aat gag gac tct gcg gtc 336 
Thr Ala Tyr Met Glu Leu Ser Ser Leu Thr Asn Glu Asp Ser Ala Val 
100 105 110 

tat tac tgt tea aga teg ggg gac eta act ggg ggg ttt get tac tgg 384 
Tyr Tyr Cys Ser Arg Ser Gly Asp Leu Thr Gly Gly Phe Ala Tyr Trp 
115 120 125 

ggc caa ggg act ctg gtc act gtc tct aca gec aaa get age acc aag 432 
Gly Gin Gly Thr Leu Val Thr Val Ser Thr Ala Lys Ala Ser Thr Lys 
130 135 140 

ggc cca teg gtc ttc ccc ctg gca ccc tec tec aag age acc tct ggg 480 
Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly 
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145 150 155 160 

ggc aca gcg gcc ctg ggc tgc ctg gtc aag gac tac ttc ccc gaa ccg 528 
Gly Thr Ala Ala Leii Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro 
1635 170 175 

i 

gtg acg gtg teg tgg aac tea ggc gcc ctg ace age ggc gtg cac acc 576 

Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr 
180 185 190 

ttc ccg get gtc eta cag tec tea gga etc tac tec etc age age gtg 624 
Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val 
195 200 205 

gtg acc gtg ccc tec age age ttg ggc acc cag acc tac ate tgc aac 672 
Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr lie Cys Asn 
210 215 220 

gtg aat cac aag ccc age aac acc aag gtg gac aag aaa gtt gag ccc .720 
Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro 
225 230 235 240 

aaa tct tgt gac aaa act cac aca tgc cca ccg tgc cca gca cct gaa 768 
Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu 
245 250 255 

etc ctg ggg gga ccg tea gtc ttc etc ttc ccc cca aaa ccc aag gac 816 
Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp 
260 265 270 
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acc etc atg ate tec egg ace cct gag gtc aca tgc gtg gtg gtg gac 864 
Thr Leu Met He Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp 
275 280 > 285 

gtg age cac gaa gac cct gag gtc aag ttc aac tgg tac gtg gac ggc 912 
Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly 
290 295 300 

gtg gag gtg cat aat gee aag aca aag ccg egg gag gag cag tac aac 960 
Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn 
305 310 315 320 

age acg tac cgt gtg gtc age gtc etc acc gtc ctg cac cag gac tgg 1008 
Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp 
325 330 335 

ctg aat ggc aag gag tac aag tgc aag gtc tec aac aaa gec etc cca 1056 
Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro 
340 345 350 

gee ccc ate gag aaa acc ate tec aaa gee aaa ggg cag ccc cga gaa 1104 
Ala Pro He Glu Lys Thr He Ser Lys Ala Lys Gly Gin Pro Arg Glu 
355 360 365 

cca cag gtg tac acc ctg ccc cca tec egg gat gag ctg acc aag aac 1152 
Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn 
370 375 380 
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cag gtc age ctg acc tgc ctg gtc aaa ggc ttc tat ccc age gac ate 1200 
Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp He 
385 390 395 400 



gee gtg gag tgg gag age aat ggg cag ccg gag aac aac tac aag acc 1248 
Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr 
405 410 415 

acg cct ccc gtg ctg gac tec gac ggc tec ttc ttc etc tac age aag 1296 
Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys 
420 425 430 



etc acc gtg gac aag age agg tgg cag cag ggg aac gtc ttc tea tgc 1344 

Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys 
435 440 445 

tec gtg atg cat gag get ctg cac aac cac tac acg cag aag age etc 1392 

Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu 
450 455 460 



tec ctg tct ccg ggt aaa tga 1413 
Ser Leu Ser Pro Gly Lys 
465 470 



<210> 16 
<211> 470 
<212> PRT 

<213> Artificial Sequence 
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<223> Description of Artificial Sequence: Mouse-human 
chimeric antibody (M18D04 H chain) 



<400> 16 

Met Glu Ser Asn Trp He Leu Pro Phe He Leu Ser Val Ala Ser Gly 
1 5 10 15 

Val Tyr Ser Glu Val Gin Leu Gin Gin Ser Gly Thr Val Leu Ala Arg 
20 25 30 

Pro Gly Ala Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe 
35 40 45 

Thr Gly Tyr Trp Met Arg Trp Val Lys Gin Arg Pro Gly Gin Gly Leu 
50 55 60 

Glu Trp He Gly Ala He Tyr Pro Gly Asn Ser Asp Thr Thr Tyr Asn 
65 70 75 80 

Gin Lys Phe Lys Gly Lys Ala Lys Leu Thr Ala Val Thr Ser Val Ser 

85 90 95 

Thr Ala Tyr Met Glu Leu Ser Ser Leu Thr Asn Glu Asp Ser Ala Val 
100 105 110 

Tyr Tyr Cys Ser Arg Ser Gly Asp Leu Thr Gly Gly Phe Ala Tyr Trp 
115 120 125 



Gly Gin Gly Thr Leu Val Thr Val Ser Thr Ala Lys Ala Ser Thr Lys 
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Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly 
145 150 155 160 

Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro 
165 170 175 

Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr 
180 185 190 

Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val 
195 200 205 

Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr He Cys Asn 
210 215 220 

Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro 
225 230 235 240 

Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu 
245 250 255 

Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp 
260 265 270 

Thr Leu Met He Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp 
275 280 285 



43/63 



WO 2004/022739 ^Pbx/JP2003/011318 

Yal Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly 
290 295 300 



Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn 
305 310 315 320 

Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp 
325 330 335 

Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro 
340 345 350 

Ala Pro He Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu 
355 360 365 

Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn 
370 375 380 

Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp He 
385 390 395 400 

Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr 
405 410 415 

Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys 
420 425 430 



Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys 
435 440 445 
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Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu 
450 455 460 

Ser Leu Ser Pro Gly Lys 
465 470 



<210> 17 
<211> 717 
<212> DNA 

<213> Artificial Sequence 

<220> 
<221> CDS 
<222> (1).. (714) 

<220> 

<223> Description of Artificial Sequence: Mouse-human 
chimeric antibody (M3C11 L chain) 

<400> 17 

atg agt cct gcc cag ttc ctg ttt ctg tta gtg etc tgg att egg gaa 48 

Met Ser Pro Ala Gin Phe Leu Phe Leu Leu Val Leu Trp He Arg Glu 
15 10 15 

acc aac ggt gat gtt gtg atg acc cag act cca etc act ttg teg gtt 96 
Thr Asn Gly Asp Val Val Met Thr Gin Thr Pro Leu Thr Leu Ser Val 
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acc att gga caa cca gcc tec ate tct tgc aag tea agt cag age etc 144 

Thr He Gly Gin Pro Ala Ser lie Ser Cys Lys Ser Ser Gin Ser Leu 

35 40 45 

tta gat agt gat gga aag aca tat ttg aat tgg ttg tta cag agg cca 192 

Leu Asp Ser Asp Gly Lys Thr Tyr Leu Asn Trp Leu Leu Gin Arg Pro 

50 55 60 

ggc cag tct cca aag cgc eta ate tat ctg gtg tct aaa ttg gac tct 240 

Gly Gin Ser Pro Lys Arg Leu He Tyr Leu Val Ser Lys Leu Asp Ser 

65 70 75 80 

gga gcc cct gac agg ttc act ggc agt gga tea ggg aca gat ttc aca 288 

Gly Ala Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr 

85 90 95 

ctg aaa ate agt aga gtg gag get gag gat ttg gga att tat tat tgc 336 

Leu Lys He Ser Arg Val Glu Ala Glu Asp Leu Gly He Tyr Tyr Cys 

100 105 110 

tgg caa ggt aca cat ttt ccg etc acg ttc ggt get ggg acc aag ctg 384 

Trp Gin Gly Thr His Phe Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu 

115 120 125 

gag ctg aaa cgt acg gtg get gca cca tct gtc ttc ate ttc ccg cca 432 

Glu Leu Lys Arg Thr Val Ala Ala Pro Ser Val Phe He Phe Pro Pro 

130 135 140 
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tct gat gag cag ttg aaa tct gga act gcc tct gtt gtg tgc ctg ctg 480 
Ser Asp Glu Gin Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu 
145 150 155 160 

aat aac ttc tat ccc aga gag gcc aaa gta cag tgg aag gtg gat aac 528 
Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val Gin Trp Lys Val Asp Asn 
165 170 175 

gcc etc caa teg ggt aac tec cag gag agt gtc aca gag cag gac age 576 
Ala Leu Gin Ser Gly Asn Ser Gin Glu Ser Val Thr Glu Gin Asp Ser 
180 185 190 

aag gac age acc tac age etc age age ace ctg acg ctg age aaa gca 624 
Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala 
195 200 205 

gac tac gag aaa cac aaa gtc tac gcc tgc gaa gtc acc cat cag ggc 672 
Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gin Gly 
210 215 220 

ctg age teg ccc gtc aca aag age ttc aac agg gga gag tgt tga 717 
Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys 
225 230 235 



<210> 18 
<211> 238 
<212> PRT 
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<213> Artificial Sequence 

<223> Description of Artificial Sequence: Mouse-human 
chimeric antibody (M3C11 L chain) 

<400> 18 

Met Ser Pro Ala Gin Phe Leu Phe Leu Leu Val Leu Trp He Arg Glu 
15 10 15 

Thr Asn Gly Asp Val Val Met Thr Gin Thr Pro Leu Thr Leu Ser Val 
20 25 30 

Thr lie Gly Gin Pro Ala Ser He Ser Cys Lys Ser Ser Gin Ser Leu 
35 40 45 

Leu Asp Ser Asp Gly Lys Thr Tyr Leu Asn Trp Leu Leu Gin Arg Pro 
50 55 60 

Gly Gin Ser Pro Lys Arg Leu He Tyr Leu Val Ser Lys Leu Asp Ser 
65 70 75 80 

Gly Ala Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr 

85 90 95 

Leu Lys He Ser Arg Val Glu Ala Glu Asp Leu Gly He Tyr Tyr Cys 
100 105 110 

Trp Gin Gly Thr His Phe Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu 
115 120 125 
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Glu Leu Lys Arg Thr Val Ala Ala Pro Ser Val Phe lie Phe Pro Pro 
130 135 140 



Ser Asp Glu Gin Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu 
145 150 155 160 

Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val Gin Trp Lys Val Asp Asn 

165 170 175 

Ala Leu Gin Ser Gly Asn Ser Gin Glu Ser Val Thr Glu Gin Asp Ser 
180 185 190 

Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala 
195 200 205 

Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gin Gly 
210 215 220 

Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys 
225 230 235 



<210> 19 
<211> 717 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<221> CDS 

<222> (1).. (714) 
<220> 

<223> Description of Artificial Sequence: Mouse-human 
chimeric antibody (M1E07 L chain) 

<400> 19 

atg agt cct gtc cag ttc ctg ttt ctg tta atg etc tgg att cag gaa 48 

Met Ser Pro Val Gin Phe Leu Phe Leu Leu Met Leu Trp He Gin Glu 
15 10 15 

acc aac ggt gat gtt gtg atg acc cag act cca ctg tct ttg teg gtt 96 
Thr Asn Gly Asp Val Val Met Thr Gin Thr Pro Leu Ser Leu Ser Val 
20 25 30 

acc att gga caa cca gec tct ate tct tgc aag tea agt cag age etc 144 
Thr lie Gly Gin Pro Ala Ser He Ser Cys Lys Ser Ser Gin Ser Leu 
35 40 45 

tta tat agt aat gga aag aca tat ttg aat tgg tta caa cag agg cct 192 
Leu Tyr Ser Asn Gly Lys Thr Tyr Leu Asn Trp Leu Gin Gin Arg Pro 
50 55 60 

ggc cag get cca aag cac eta atg tat cag gtg tec aaa ctg gac cct 240 
Gly Gin Ala Pro Lys His Leu Met Tyr Gin Val Ser Lys Leu Asp Pro 
65 70 75 80 
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ggc ate cct gac agg ttc agt ggc agt gga tea gaa aca gat ttt aca 288 
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Gly He Pro Asp Arg Phe Ser Gly Ser Gly Ser Glu Thr Asp Phe Thr 

85 90 95 



ctt aaa ate age aga gtg gag get gaa gat ttg gga gtt tat tac tgc 336 
Leu Lys He Ser Arg Val Glu Ala Glu Asp Leu Gly Val Tyr Tyr Cys 
100 105 110 



ttg caa agt aca tat tat ccg etc acg ttc ggt get ggg ace aag ctg 384 

Leu Gin Ser Thr Tyr Tyr Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu 

115 120 125 

gag ctg aaa cgt acg gtg get gca cca tct gtc ttc ate ttc ccg cca 432 

Glu Leu Lys Arg Thr Val Ala Ala Pro Ser Val Phe He Phe Pro Pro 
130 135 140 



tct gat gag cag ttg aaa tct gga act gee tct gtt gtg tgc ctg ctg 480 
Ser Asp Glu Gin Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu 
145 150 155 160 



aat aac ttc tat ccc aga gag gee aaa 
Asn Asn Phe Tyr Pro Arg Glu Ala Lys 
165 

gec etc caa teg ggt aac tec cag gag 
Ala Leu Gin Ser Gly Asn Ser Gin Glu 
180 185 

aag gac age ace tac age etc age age 
Lys Asp Ser Thr Tyr Ser Leu Ser Ser 
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gta cag tgg aag gtg gat aac 528 
Val Gin Trp Lys Val Asp Asn 
170 175 

agt gtc aca gag cag gac age 576 
Ser Val Thr Glu Gin Asp Ser 
190 

acc ctg acg ctg age aaa gca 624 
Thr Leu Thr Leu Ser Lys Ala 
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195 200 205 

gac tac gag aaa cac aaa gtc tac gcc tgc gaa gtc acc cat cag ggc 672 
Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gin Gly 
210 215 220 

ctg age teg ccc gtc aca aag age ttc aac agg gga gag tgt tga 717 
Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys 
225 230 235 



<210> 20 
<211> 238 
<212> PRT 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: Mouse-human 
chimeric antibody (M1E07 L chain) 

<400> 20 

Met Ser Pro Val Gin Phe Leu Phe Leu Leu Met Leu Trp He Gin Glu 
15 10 15 

Thr Asn Gly Asp Val Val Met Thr Gin Thr Pro Leu Ser Leu Ser Val 
20 25 30 

Thr He Gly Gin Pro Ala Ser He Ser Cys Lys Ser Ser Gin Ser Leu 
35 40 45 



Leu Tyr Ser Asn Gly Lys Thr Tyr Leu Asn Trp Leu Gin Gin Arg Pro 
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Gly Gin Ala Pro Lys His Leu Met Tyr Gin Val Ser Lys Leu Asp Pro 
65 70 75 80 

Gly He Pro Asp Arg Phe Ser Gly Ser Gly Ser Glu Thr Asp Phe Thr 

85 90 95 

Leu Lys He Ser Arg Val Glu Ala Glu Asp Leu Gly Val Tyr Tyr Cys 
100 105 110 

Leu Gin Ser Thr Tyr Tyr Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu 
115 120 125 

Glu Leu Lys Arg Thr Val Ala Ala Pro Ser Val Phe lie Phe Pro Pro 
130 135 140 

Ser Asp Glu Gin Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu 
145 150 155 160 

Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val Gin Trp Lys Val Asp Asn 
165 170 175 

Ala Leu Gin Ser Gly Asn Ser Gin Glu Ser Val Thr Glu Gin Asp Ser 
180 185 190 

Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala 
195 200 205 
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Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gin Gly 

210 215 220 

Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys 

225 230 235 



<210> 21 
<211> 705 
<212> DNA 

<213> Artificial Sequence 

<220> 
<221> CDS 
<222> (1).. (702) 

<220> 

<223> Description of Artificial Sequence: Mouse-human 
chimeric antibody (M19B11 L chain) 

<400> 21 

atg aga ccc tec att cag ttc ctg ggg etc ttg ttg ttc tgg ctt cat 48 

Met Arg Pro Ser He Gin Phe Leu Gly Leu Leu Leu Phe Trp Leu His 
15 10 15 

ggt gtt cag tgt gac ate cag atg aca cag tct cca tec tea ctg tct 96 
Gly Val Gin Cys Asp He Gin Met Thr Gin Ser Pro Ser Ser Leu Ser 
20 25 30 
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gca tct ctg gga ggc aaa gtc acc ate act tgc aag gca agt cag gac 144 

Ala Ser Leu Gly Gly Lys Val Thr He Thr Cys Lys Ala Ser Gin Asp 

35 40 45 



att aac aag aat ata gtt tgg tac caa cac aag cct gga aaa ggt cct 192 
He Asn Lys Asn He Val Trp Tyr Gin His Lys Pro Gly Lys Gly Pro 
50 55 60 

agg ctg etc ata tgg tac aca tct aca tta cag cca ggc ate cca tea 240 
Arg Leu Leu He Trp Tyr Thr Ser Thr Leu Gin Pro Gly He Pro Ser 
65 * 70 75 80 

agg ttc agt gga agt ggg tct ggg aga gat tat tec ttc age ate age 288 
Arg Phe Ser Gly Ser Gly Ser Gly Arg Asp Tyr Ser Phe Ser He Ser 

85 90 95 

aac ctg gag cct gaa gat att gca act tat tac tgt eta cag tat gat 336 
Asn Leu Glu Pro Glu Asp lie Ala Thr Tyr Tyr Cys Leu Gin Tyr Asp 
100 105 110 

aat ctt cca egg acg ttc ggt gga ggc acc aaa ctg gaa ate aaa cgt 384 
Asn Leu Pro Arg Thr Phe Gly Gly Gly Thr Lys Leu Glu He Lys Arg 
115 120 125 

acg gtg get gca cca tct gtc ttc ate ttc ccg cca tct gat gag cag 432 
Thr Val Ala Ala Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin 
130 135 140 
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ttg aaa tct gga act gcc tct gtt gtg tgc ctg ctg aat aac ttc tat 480 
Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr 
145 150 155 160 



ccc aga gag gcc aaa gta cag tgg aag gtg gat aac gcc etc caa teg 528 
Pro Arg Glu Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser 
165 170 175 



ggt aac tec cag gag agt gtc aca gag cag gac age aag gac age acc 576 
Gly Asn Ser Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr 
180 185 190 



tac age etc age age acc ctg acg ctg age aaa gca gac tac gag aaa 624 
Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys 
195 200 205 



cac aaa gtc tac gcc tgc gaa gtc acc cat cag ggc ctg age teg ccc 672 

His Lys Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro 
210 215 220 

gtc aca aag age ttc aac agg gga gag tgt tga 705 

Val Thr Lys Ser Phe Asn Arg Gly Glu Cys 
225 230 



<210> 22 
<211> 234 
<212> PRT 

<213> Artificial Sequence 
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<223> Description of Artificial Sequence: Mouse-human 
chimeric antibody (M19B11 L chain) 



<400> 22 

Met Arg Pro Ser lie Gin Phe Leu Gly Leu Leu Leu Phe Trp Leu His 
15 10 15 

Gly Val Gin Cys Asp He Gin Met Thr Gin Ser Pro Ser Ser Leu Ser 
20 25 30 

Ala Ser Leu Gly Gly Lys Val Thr He Thr Cys Lys Ala Ser Gin Asp 
35 40 45 

He Asn Lys Asn He Val Trp Tyr Gin His Lys Pro Gly Lys Gly Pro 
50 55 60 

Arg Leu Leu He Trp Tyr Thr Ser Thr Leu Gin Pro Gly He Pro Ser 
65 70 75 80 

Arg Phe Ser Gly Ser Gly Ser Gly Arg Asp Tyr Ser Phe Ser He Ser 

85 90 95 

Asn Leu Glu Pro Glu Asp lie Ala Thr Tyr Tyr Cys Leu Gin Tyr Asp 
100 105 110 

Asn Leu Pro Arg Thr Phe Gly Gly Gly Thr Lys Leu Glu He Lys Arg 
115 120 125 



Thr Val Ala Ala Pro Ser Val Phe He Phe Pro Pro Ser Asp Glu Gin 
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130 135 140 



Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr 
145 150 155 160 

Pro Arg Glu Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser 
165 170 175 

Gly Asn Ser Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr 
180 185 190 

Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys 
195 200 205 

His Lys Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro 
210 J 215 220 

Val Thr Lys Ser Phe Asn Arg Gly Glu Cys 
225 230 



<210> 23 
<211> 720 
<212> DNA 

<213> Artificial Sequence 



<220> 
<221> CDS 
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<222> (1).. (717) 



<220> 

<223> Description of Artificial Sequence: Mouse-human 
chimeric antibody (M18D04 L chain) 



<400> 23 

atg agg ttc tct get cag ctt ctg ggg ctg ctt gtg etc tgg ate cct 48 

Met Arg Phe Ser Ala Gin Leu Leu Gly Leu Leu Val Leu Trp He Pro 
1 5 10 15 



gga tec act gca gat att gtg atg acg cag get gca ttc tec aat cca 96 
Gly Ser Thr Ala Asp He Val Met Thr Gin Ala Ala Phe Ser Asn Pro 
20 25 30 



gtc act ctt gga aca tea act tec ate tec tgc agg tct agt aag agt 144 
Val Thr Leu Gly Thr Ser Thr Ser He Ser Cys Arg Ser Ser Lys Ser 
35 40 45 



etc eta cat agt aat ggc ate act tat ttg tat tgg tat ctg cag aag 192 
Leu Leu His Ser Asn Gly He Thr Tyr Leu Tyr Trp Tyr Leu Gin Lys 
50 55 60 



cca ggc cag tct cct cag etc ctg att tat cag atg tec aac ctt gee 240 
Pro Gly Gin Ser Pro Gin Leu Leu lie Tyr Gin Met Ser Asn Leu Ala 
65 70 75 80 

tea gga gtc cca gac agg ttc agt age agt ggg tea gga act gat ttc 288 
Ser Gly Val Pro Asp Arg Phe Ser Ser Ser Gly Ser Gly Thr Asp Phe 
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95 



aca ctg &ga ate age aga gtg gag get gag gat gtg ggt gtt tat tac 
Thr Le»J' Arg He Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr 
100 105 110 



336 



tgt get caa aat eta gaa ctt ccg tat acg ttc gga teg ggg ace aag 
Cys Ala Gin Asn Leu Glu Leu Pro Tyr Thr Phe Gly Ser Gly Thr Lys 
115 120 125 



384 



ctg gaa ata aaa cgt acg gtg get gca cca tct gtc ttc ate ttc ccg 
Leu Glu He Lys Arg Thr Val Ala Ala Pro Ser Val Phe lie Phe Pro 
130 135 140 



432 



cca tct gat gag cag ttg aaa tct gga act gee tct gtt gtg tgc ctg 
Pro Ser Asp Glu Gin Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu 
145 150 . 155 160 



480 



ctg aat aac ttc tat ccc aga gag gcc.aaa gta cag tgg aag gtg gat 
Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val Gin Trp Lys Val Asp 
165 170 175 



528 



aac gee etc caa teg ggt aac tec cag gag agt gtc aca gag cag gac 576 

Asn Ala Leu Gin Ser Gly Asn Ser Gin Glu Ser Val Thr Glu Gin Asp 
180 185 190 

age aag gac age ace tac age etc age age ace ctg acg ctg age aaa 624 

Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr. Leu Thr Leu Ser Lys 
195 200 205 
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gca gac tac gag aaa cac aaa gtc tac gcc tgc gaa gtc acc cat cag 672 

Ala Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gin 

210 215 .220 

ggc ctg age teg ccc gtc aca aag age ttc aac agg gga gag tgt tga 720 

Gly Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys 

225 230 235 



<210> 24 
<211> 239 
<212> PRT 

<213> Artificial- Sequence 

<223> Description of Artificial Seouence: Mouse-human 
chimeric antibody (M18D04 L chain) 

<400> 24 

Met Arg Phe Ser Ala Gin Leu Leu Gly Leu Leu Val Leu Trp He Pro 
1 5 10 15 

Gly Ser Thr Ala Asp He Val Met Thr Gin Ala Ala Phe Ser Asn Pro 
20 25 30 

Val Thr Leu Gly Thr Ser Thr Ser He Ser Cys Arg Ser Ser Lys Ser 
35 40 . 45 

Leu Leu His Ser Asn Gly lie Thr Tyr Leu Tyr Trp Tyr Leu Gin Lys 
50 55 60 
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Pro Gly Gin Ser Pro Gin Leu Leu He Tyr Gin Met Ser Asn Leu Ala 
65 70 75 80 

Ser Gly Val Pro Asp Arg Phe Ser Ser Ser Gly Ser Gly Thr Asp Phe 

85 90 95 

Thr Leu Arg He Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr 
100 105 110 

Cys Ala Gin Asn Leu Glu Leu Pro Tyr Thr Phe Gly Ser Gly Thr Lys 
115 120 125 

Leu Glu He Lys Arg Thr Val Ala Ala Pro Ser Val Phe lie Phe Pro 
130 135 140 

Pro Ser Asp Glu Gin Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu 
145 150 155 160 

Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val Gin Trp Lys Val Asp 
165 170 175 

Asn Ala Leu Gin Ser Gly Asn Ser Gin Glu Ser Val Thr Glu Gin Asp 
180 185 190 

Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys 
195 200 205 



Ala Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gin 
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210 215 220 



Gly Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys 
225 230 235 
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